logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1342 RAOC RS05130 WP 004918085.1
1037 TT RS09535 WP 011174226.1

40 MW RS06080 WP 000593192.1

25 SA RS06185 WP 000593194.1

1152 A1552VC RS00200 WP 000654772.1
1399 DSB67 RS15600 WP 010645755.1
114 BSU 16110 NP 389493.1

1388 A4U84 RS04945 WP 062924099.1
1021 ACIAD RS00975 WP 004930462.1
1073 ABD1 RS00865 WP 015451369.1
1043 HON27 RS16615 WP 168727007.1
599 KW2 RS05940 WP 021037268.1

407 SMU RS04605 WP 002262865.1

525 SMSK321 RS06295 WP 000705298.1
497 SM12261 RS05565 WP 000705318.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

1094 KZH42 RS01320 WP 002224767.1
1089 NMB RS00600 WP 002224767.1
1122 0K783 RS09595 WP 003705341.1
1120 NGFG RS10355 WP 020997408.1
1250 GCO85 RS13065 WP 027219989.1
1145330 DXE27 RS10400 WP 415064440.1
1361 HI 0985 AAC22646.1

consensus

.K'TgyﬁiﬁﬁkkKL <l iNes ¢LK£LEYF XD LabioraglRotr oo LERYEEABQA HLA§E
MVNAEEILYSIALRRSPLIGDVIFAS SEVGSAKEA .WGlSKLELRKlSGVGK .QEASNIGDKNLLKFAEK
......... MDPLALALLPGEGPKRLLE .....................PLGFLRERFPEA RHLPEA . EAQAE
MIK. . ... A KLYWAHFSTKQIHQFLMAYPNV. .lKEEGRKKDSYBCEMVNREENVHLLRK
MIK. . ... Lo KLYWAHFSTKQIHQFLIAYPNV. . BKEEGRKKDSY| VNREENVLLLRK
.MKDQDLAAWLALCFTPKEGSKTISHBBATRL .PAQL. ... .. QSFTP.KQWLACG . LKPEQ VFLTTQAA ...... K
MTPQNDIDLAAWLKLSCLPGEGGVKMNKEMSKDT . PSNI. . . ... QYST.EQEQLLG. LTAKQEQAR.SQVD. .. . .. K
..... MDQAAVCLTICRINQN. .LSPSLEMKWWK.ADPS. . ... .MSLTSP.VHQTVT.RDQIKA. AALKNEIE. QFYPK
..... MTHLTKLLALLQVPQEGAQRIGRIMSE . VDFGEF . . . .. .CQYDK. TAlKQMG . WNERQEQRIFNPE. . . . . .HK
MITILSSHHYHTIKVWYVLQHSLSGFKKBMHYFGDCETA. . . ... BQPQRLSDWQKLG . LHANHEKRLEEVHTL . QGQQQ
MLTQLSSHHYHTLKVWYLVQHSLVSFKK@MDYFGNCEKA. . . . . . TQPDGLAKWSSLG. LHANHBKRVNEFQTT. QGQAQ
MLTQLSSHQYHTLKVWYLVQHSLVSFKK DYFGNCEKA. . . . .. TQPDGLAKWSSLG . LHANHEKRVNEFQTP . QGQAQ
_MITNFDLFRWKKA.G...HMTNLGVNKBMKFFRKYDRK. . . . .. SLRQMGQMAQVK . STPNFEQEKNQDVK . KLRAD
.. .MDNFQLFKLKKA.G...MTNLNILN@MDYEERTQKXS. .. ... SLRDMAVMSKNK . KPLIFMEHKNLDSK . ALRKE
.MKITNYEIYKLKKS.G...BTNQQILKMMEYGENVDQE. . . . .. LLGDIADMSGCR.NPAVFERMFQIDDA . HLEKE
.MKITNYEIYKLKKS.G...HTNQQVLAMBEYGENVDQE. . . ... LLGDIAEMSGCR.NPAVFMERMFQIDDA . HLEKE
.MKITNYEIYKLKKS.G...BTNQQILKMBEYGENVDQE. . . . .. LLGDIAD@SGCR.NPAVFERMFQIDDA . HLSKE
.MKITNYEIYKLKKS.G...HTNQQILXMBEYGENVDQE. .. ... LLGDIADMSGCR.NPAVFMERMFQIDDA . HLSKE
.MKITNYEIYKLKKS.G...BTNQQILKMBEYGENVDQE. . . ... LLGDIADMSGCR.NPAVFERMFQIDDA . HLSKE
.MKITNYEIYKLKKS.G...BTNQQILKMBEYGENVDQE. . . . .. LLGDIADMSGCR.NPAVFIERMFQIDDA . HLSKE
.MTEDERFAWLQLAFTPYMGAESFLLEMRRFGSAQNA. ... .. SAPAE. QMAALT . RHKQABEAMRNAEKR . ALARQ

.. MTEDERFAWLQLAFTPYWMGAESFLLBMRRFGSAQNA. .. . .. SAPAE.QMAALI .RHKQABMEAMRNAEKR . ALARQ
.MTEDERFAWLQLAFTPY@GAESFLLBMRSFGSAQNA. . . . . . SAPAE. QMAPAV . REKHABEAMRNAEKR . ALARQ
.MTEDERFAWLQLAFTPY@GAESFLLEMRSFGSAQNA. . . . .. SAPAE.QMAPAV . RHKHABMEAMRNAEKR . ALARQ
_MNNLQ.PLLALNRMKREGPRTVLKEQKRWPDLNLM. . . . . . FQLSSV.DMEE. . . ... AGHPSHLAQTIK.NFDPD
MNDITYTLLRLMQVPKEGGVGIDKIESN . ITLNEL. .. . .. ENYDDV. AFRQMG . WGAIQERREFKP. . . . . . EAK

*



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1342 RAOC RS05130 WP 004918085.1
1037 TT RS09535 WP 011174226.1

40 MW RS06080 WP 000593192.1

25 SA RS06185 WP 000593194.1

1152 A1552VC RS00200 WP 000654772.1
1399 DSB67 RS15600 WP 010645755.1
114 BSU 16110 NP 389493.1

1388 A4U84 RS04945 WP 062924099.1
1021 ACIAD RS00975 WP 004930462.1
1073 ABD1 RS00865 WP 015451369.1
1043 HON27 RS16615 WP 168727007.1
599 KW2 RS05940 WP 021037268.1

407 SMU RS04605 WP 002262865.1

525 SMSK321 RS06295 WP 000705298.1
497 SM12261 RS05565 WP 000705318.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

1094 KZH42 RS01320 WP 002224767.1
1089 NMB RS00600 WP 002224767.1
1122 0K783 RS09595 WP 003705341.1
1120 NGFG RS10355 WP 020997408.1
1250 GCO85 RS13065 WP 027219989.1
1145330 DXE27 RS10400 WP 415064440.1
1361 HI 0985 AAC22646.1

consensus

YYAFIKLDHNDIIKELQKLKVSY
YYAFIKLDHNDIIKELQKLKVSY

v | S
WAEKQEDHNCL#KERRF st E':SLLDBH’Y 2 HK’;LAVV ARE%ATF%-Q-A TVEDYZ
.EIEF...CI..... KSFLEDLI

AYH

PWELAFARKLA
SYTQQSLEFLL
SYTQQSLEFLL
VDERQIARQFA
VDELQHTRTFA
AY@KQVVNHLT
HYEEHWAGHFS
PHERQVAYDFS
PHERQVAYDFA

.QAEQ...CLQWRSAANNRYI
.EVDA...CLTWVAASSHHHI
..LPRV...LAA..YREQGINT
.WIDQ...ALQWAE.QDQQQI
. .FEKM...LAQ..LQTHTDFI
.FEQL...VQQ..VRQHTDFI

e e it =~

.FEQL...VQQ..VRQHTDFI PHERQVAYDFA
U YKKF oo FIERIILAGQSEIKSVQKIV
CUFNRF .o (RSN ABQMEVAAVKKI T

CFKKI. oo erls CBK QEAKSVEK I T

FQKF. oo X3l A CBK QEAKSVEKV I
CFQKF . e (x5l A CBK QEAKSVEKV I
CFQKF . e X5l A CBK QEAKSVEKV I
CFQKF . e (er5:l A CBK QEAKSVEKV T

FQKF. oo x5l A CBK QEAKSVEKV I

.AAEA...ALEWEM.RDGCRL
..AAEA.. . ALEWEM.RDGCRL
.AAEA...ALEWEM.RDGCRL PQAMRIAKDFG
..AAEA.. . ALEWEM.RDGCRL . PQAMRIAKDFG
.FIKT...DLNWLSSSENHHI G RS EESRUCSIINABVTENENARAFS

.FIEP...ALVWSQ. KEGNHL.NYFSPF-FLlKQTASFEP-V-TAlSQ ROMED YClTYlE.YWAKHFA
* %k 3k %k k % 3k ok k

=
[
w
e
T
=

PQAMRIAKDFG
PQAMRIAKDFG

137
117
136
136
135
137
134
132
143
143
143
128
127
129
129
129
129
129
129
140
140
140
140
134

133



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1342 RAOC RS05130 WP 004918085.1 VQFKNKN]

1037 TT RS09535 WP 011174226.1 REMSEAG
40 MW RS06080 WP 000593192.1 SNDKSKY
25 SA RS06185 WP 000593194.1 SNDKSKY

1152 A1552VC RS00200 WP 000654772.1
1399 DSB67 RS15600 WP 010645755.1
114 BSU 16110 NP 389493.1

1388 A4U84 RS04945 WP 062924099.1
1021 ACIAD RS00975 WP 004930462.1
1073 ABD1 RS00865 WP 015451369.1
1043 HON27 RS16615 WP 168727007.1
599 KW2 RS05940 WP 021037268.1

407 SMU RS04605 WP 002262865.1

525 SMSK321 RS06295 WP 000705298.1
497 SM12261 RS05565 WP 000705318.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

1094 KZH42 RS01320 WP 002224767.1
1089 NMB RS00600 WP 002224767.1
1122 0K783 RS09595 WP 003705341.1
1120 NGFG RS10355 WP 020997408.1 .
1250 GCO85 RS13065 WP 027219989.1 DICTPPERRHLKBAEQQT .

1145330 DXE27 RS10400 WP 415064440.1 . . .ttt it et et et e e e e e e e e e e e e e e

1361 HI 0985 AAC22646.1 TE.SLAGFT.TLGHClQlVlNIQlQ IAV G GL QISKHQR.SAQ.IENNGALPNQAEIAAN-R

V
V
\
V
V
V
P
P
P
P
S

consensus Kokokkokk o kok k %k ok ok ok ok ok *k ok

217
192
215
215
214
216
213
212
222
222
222
206
205
207
207
207
207
207
207
219
219
219
219
213

213



logo

R L e )R E MY Dl

NTDB id 1342 RAOC RS05130 WP 004918085.1 AR.TDKYQNHFQNK KlLDLDNTS 297

NTDB id 1037 TT RS09535 WP 011174226.1 IBSYLGMSARP 271
NTDB id 40 MW RS06080 WP 000593192.1 290
NTDB id 25 SA RS06185 WP 000593194.1 . 290
NTDB id 1152 A1552VC RS00200 WP 000654772.1 IERRNE N A ARIQ[€S N QIRIER . 293
NTDB id 1399 DSB67 RS15600 WP 010645755.1 IZMSHIN AP NI S[€GN QIsui(Q . 295
NTDB id 114 BSU 16110 NP 389493.1 IFEIE D P YlG{EP T KIsi(Q . 292
NTDB id 1388 A4U84 RS04945 WP 062924099.1 INEMQ NP YEIEEGEKIMIK . 291
NTDB id 1021 ACIAD RS00975 WP 004930462.1 ICHIY SEFHQ[e16):| QI9iR. . 301
NTDB id 1073 ABD1 RS00865 WP 015451369.1 . 301
NTDB id 1043 HON27 RS16615 WP 168727007.1 ICHIY SEFHQ[e16):| QIMIR. . 301
NTDB id 599 KW2 RS05940 WP 021037268.1 282
NTDB id 407 SMU RS04605 WP 002262865.1 FNF. ... 280
NTDB id 525 SMSK321 RS06295 WP 000705298.1 GAKLVsSIgND FEF.... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 GAKL VNSIHND FEF. ... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 GAKLVsSI4ND FEF.... 282
NTDB id 226 SPD RS05990 WP 000705306.1 GAKL VNSIHND FEF. ... 282
NTDB id 192 SPR RS05715 WP 000705306.1 GAKLVisSI4ND FEF.... 282
NTDB id 157 SP RS06205 WP 000705306.1 GAKLVsIgND FEF . 282
NTDB id 1094 KZH42 RS01320 WP 002224767.1 GAKL ViX&®D CPGLLQN 298
NTDB id 1089 NMB RS00600 WP 002224767.1 N GAKLV|A®RND CPGLLQN 298
NTDB id 1122 0K783 RS09595 WP 003705341.1 PGS IPIR:ISING CHIML T8 ° GAKLNAGINID CPGLLQN 298
NTDB id 1120 NGFG RS10355 WP 020997408.1 PGSIMu:ISINGCHINL T8 ' GAKLgN&I®NyD CPGLLQN 298
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ISSGSL I TENAVIAIRE[RIR . QEENVERYT SV AN LKIEHHQ 292
NTDB id 1145330 DXE27 RS10400 WP 415064440.1 .. .. @ittt ittt et e . QEFNERYRGL A LHL. ... 36

NTDB id 1361 HI 0985 AAC22646.1 SVlTVTEK GSLIT ARYlLlQN
consensus * %k % * ok kok * kokok ¢ ok ok s %k ok *k % %k % *x  Ikk okok

IBETLYQHSIH 292



logo

SRR INK L PE S raVQTAEDess L SR sErn-aERT
NTDB id 1342 RAOC RS05130 WP 004918085.1 KVLELFPS. . ... i 347
NTDB id 1037 TT RS09535 WP 011174226.1 KPP . o e 314
NTDB id 40 MW RS06080 WP 000593192.1 e e e 290
NTDB id 25 SA RS06185 WP 000593194.1 e e 290
NTDB id 1152 A1552VC RS00200 WP 000654772.1 SLSEQVPYQA. . ... ... ... .. . ... .. TLFSAVQS....DEELPFPELLANVGI.EATPIDILASRTQIPVQDIMMQL 349
NTDB id 1399 DSB67 RS15600 WP 010645755.1 SINQSL . . oo i DLFSAPID....EEELPFPQLLANVGN.EATPVDILASRTNIPVQEVMMQL 347
NTDB id 114 BSU 16110 NP 389493.1 Y T P . o o 297
NTDB id 1388 A4U84 RS04945 WP 062924099.1 VHIQPSLFDT....KP...... KQAVKSEPKF....AKNLPELTACQQQLFEQISL.EPISVDDLAKATDMAVETALIEL 356
NTDB id 1021 ACIAD RS00975 WP 004930462.1 HSQSTASGEANADDSG. .. ... ... KTDDADLPDDLLPLYQLLDW.QGQDLDQLAQHYQGSTAELTAQL 360
NTDB id 1073 ABD1 RS00865 WP 015451369.1 QSQQQNQT. . ... EEA. ... ... NTNTPEIREHLIDLYQSLDW.VGQNIDQLVVHHNIPVSELTSSL 355
NTDB id 1043 HON27 RS16615 WP 168727007.1 QSQQQNQT. .. .. EET. ... .. . NTNTPEIPEHLIDLYQSLDW.VGQNIDQLVVHHNIPVSELTSSL 355
NTDB id 599 KW2 RS05940 WP 021037268.1 e e e e e e e e e e e e e e e e e e e 282
NTDB id 407 SMU RS04605 WP 002262865.1 . e e 280
NTDB id 525 SMSK321 RS06295 WP 000705298.1 . . .t it ittt e e e e e e e e e e e e e 282
NTDB id 497 SM12261 RSO05565 WP 000705318 .1 . . e e e 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 .. i e e e e e e e e e 282
NTDB id 226 SPD RS05990 WP 000705306.1 e e e e e e 282
NTDB id 192 SPR RS05715 WP 000705306.1 e e 282
NTDB id 157 SP RS06205 WP 000705306.1 i e e e e e 282
NTDB id 1094 KZH42 RS01320 WP 002224767.1 TGASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSE. .KTENRPVGGSILDRMGF .DPVHPDVLAGQLAMPAADLYAAL 375
NTDB id 1089 NMB RS00600 WP 002224767.1 TGASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSE. .KTENRPVGGSILDRMGF .DPVHPDVLAGQLAMPAADLYAAL 375
NTDB id 1122 0K783 RS09595 WP 003705341.1 TGASSYSINKDTPDTGRRAVQTAY. .APPPAAKMPSE. .GAAGGTAVGGILDKMGF .DPVHPDVLAGQLAMPAADLYAAL 373
NTDB id 1120 NGFG RS10355 WP 020997408.1 TGASSYSINKDTPDTGRRTVQTAY. .APPPAAKMPSE. .GAAGGTAVGGILDKMGF .DPIHPDVLAGQLAMPAADLYAAL 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 F..... TSNK......... ... ... . ... PIF......... SLASGKENLVKFIGF.ETTTIDQIIDRSGYGMEQVTSGL 338
NTDB id 1145330 DXE27 RS10400 WP 415064440.1 . . . . . e e e e e e 36
NTDB id 1361 HI 0985 AAC22646.1 S..... QTEIL............ DFDQIAVPNYTPPPDPRRLVEAPSHPKLYSRIGY.TPVSIDDLAEEFNLSVDVLLVQL 354

consensus



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1342 RAOC RS05130 WP 004918085.1
1037 TT RS09535 WP 011174226.1
40 MW RS06080 WP 000593192.1

25 SA RS06185 WP 000593194.1

1152 A1552VC RS00200 WP 000654772.1
1399 DSB67 RS15600 WP 010645755.1

114

1388 A4U84 RS04945 WP 062924099.1
1021 ACIAD RS00975 WP 004930462.1

BSU 16110 NP 389493.1

1073 ABD1 RS00865 WP 015451369.1

1043 HON27 RS16615 WP 168727007.1

599
407
525
497
267
226
192
157

1094 KZH42 RS01320 WP 002224767.1

KW2 RS05940 WP 021037268.1
SMU RS04605 WP 002262865.1

SMSK321 RS06295 WP 000705298.1
SM12261 RS05565 WP 000705318.1

KZH43 RS05590 WP 000705306.1
SPD RS05990 WP 000705306.1
SPR RS05715 WP 000705306.1
SP RS06205 WP 000705306.1

1089 NMB RS00600 WP 002224767.1

1122 0K783 RS09595 WP 003705341.1

1120 NGFG RS10355 WP 020997408.1

1250 GCO85 RS13065 WP 027219989.1
1145330 DXE27 RS10400 WP 415064440.1

1361 HI 0985 AAC22646.1
consensus

LELELaCovatoslfRiR:

LELELLGLIRANSGRRYSII....
TLLELKGLARALPGGRYGPG. . ..

LELELLGHVVAVPGGYIRKGRG. .
LELELSGHVVAVSGGYIRKGRG. .
LNLELLGVVKQVRGGYVIT.....
MELELLGVCIQQSGRY.LRCRSPY
MELELLGLCMQQSGLY.LRCRS. .

MELELLGLCMQQSGLY.LRCRS..

LELELDGSVAAMPGGRYQRIRT. .
LELELDGSVAAMPGGRYQRIRT. .
LELELDGSVAAMPGGRYQRIRT. .
LELELDGSVAAMPGGRYQRIRT. .

AELELKGAVIAVPGGY.IRCEYER

LDLELQDLIISENGLY.KRV. ...

X non conserved
B similar
i >50% conserved

367
334
290
290
371
369
297
375
383
376
376
282
280
282
282
282
282
282
282
397
397
395
395
361

373



