
logo MKRNQHKSGVI FLIASR I
R
Q
F
L
G
I
S
L
M
I
A
G
T
A
L
I
L
V
S
A
Y
I
A
S
A
L
M
I
F
S
M
L
M
A
Q
V
P
A
Y
A
L
S
K
L
A
A
D
Q
A
N
V
A
D
S
I
M
L
E
I
T
K
S
N
I
L
V
D
K
V
P
V
A
L
M
N
A
P
Q

I
L
A
P
E
G
D
N
Q
G
R
T
V
R
E
L
I
D
K
R
F
L
V
M
QFDSNEKGLPLVPAKPQALQPARQGSAFYI

T
Q
I
T
L
Q
E
K
N
QPPSAR I

L
A
V
I LDLF IPDGSKTVAGDQMNQGQK

NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILIL..ISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQ 73
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQ 73
NTDB id 1145269 PHAGEPCYII10 RS27220 WP 003141780.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNK 73
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNK 73
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQK 74
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQG 74
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQG 74
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 IPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENS............ 136
NTDB id 1257 GCO85 RS04855 WP 163621000.1 IPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENS............ 136
NTDB id 1145269 PHAGEPCYII10 RS27220 WP 003141780.1 LG..TKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASAAPVKASPAPAS 146
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LG..TKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPAS 146
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LA..KSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT.....P.....VAT. 136
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK.....P.....LPV. 136
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK.....P.....LPV. 136
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 .KEVFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFH 210
NTDB id 1257 GCO85 RS04855 WP 163621000.1 .KEVFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFH 210
NTDB id 1145269 PHAGEPCYII10 RS27220 WP 003141780.1 YAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFA 221
NTDB id 1193 PAKAF RS26665 WP 003161249.1 YAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFA 221
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .SA.......PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFA 203
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .VS........AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFA 202
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .VS........AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFA 202
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 SPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAV 285
NTDB id 1257 GCO85 RS04855 WP 163621000.1 SPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAV 285
NTDB id 1145269 PHAGEPCYII10 RS27220 WP 003141780.1 TPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSV 296
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSV 296
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TPVASIDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRV 277
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRV 276
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRV 276
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 LQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTI 360
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTI 360
NTDB id 1145269 PHAGEPCYII10 RS27220 WP 003141780.1 LQLIADFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQI 371
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LQLIADFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQI 371
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LQLLADFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQS 352
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQS 351
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQS 351
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 EKLEPIRSDLIQINYAKAADIAVLIKDKQN...............................SLLSDRGKISVDAR 404
NTDB id 1257 GCO85 RS04855 WP 163621000.1 EKLEPIRSDLIQINYAKAADIAVLIKDKQN...............................SLLSDRGKISVDAR 404
NTDB id 1145269 PHAGEPCYII10 RS27220 WP 003141780.1 AELAPLRRELIQVNYAKAADIAKLFQSVTSSGE............................EKENSRGSITVDDR 418
NTDB id 1193 PAKAF RS26665 WP 003161249.1 AELAPLRRELIQVNYAKAADIAKLFQSVTSDGGQE..........................GKEGGRGSITVDDR 420
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TKLAPLQTEYILLKYAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPR 418
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDR 426
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDR 426
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 TNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANE.LA.. 474
NTDB id 1257 GCO85 RS04855 WP 163621000.1 TNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANE.LA.. 474
NTDB id 1145269 PHAGEPCYII10 RS27220 WP 003141780.1 TNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHNGNWNSY....GKNGNM.G 488
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSGY....GKDGNI.G 490
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWN 493
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWN 501
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWN 501
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 ........RG.TAPANVVPLERRLNLDLAAAPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPR 539
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ........RG.TAPANVVPLERRLNLDLAAVPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPR 539
NTDB id 1145269 PHAGEPCYII10 RS27220 WP 003141780.1 IKDKEGYNCGPFQGQCTFPTRD..NSPTPFVDMGAKDA.SSGIGIGFI.TDNIILDLQLSAMEKTGNGEVVSQPK 559
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGAKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPK 563
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LRNP...DSN.....GTYTIE...RPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPK 557
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LREP...KKDETTGGYKYTIE...RPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPK 569
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LREP...KKDETTGGYKYTIE...RPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPK 569
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VPYQSETASTNSSAGAGSTATASTVTASFKDKEAAVLLSLKNEVTPNSQITPDNGRKI IQLVMDKEVLNDKQVIANSTNQKDATS IVPNADSFYSGPQYANQMTAQFLPLNGEVALP
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVP 610
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVP 610
NTDB id 1145269 PHAGEPCYII10 RS27220 WP 003141780.1 VVTSDKETAKILKGSEIPYQEASSSGA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDFQNALNGVP 631
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVP 635
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEA 631
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGEL 643
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGEL 643
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALS 685
NTDB id 1257 GCO85 RS04855 WP 163621000.1 AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALS 685
NTDB id 1145269 PHAGEPCYII10 RS27220 WP 003141780.1 PINKNEVNAKILVNDGETIVIGGVFSNTQTKAVDKVPFLGDLPYLGRLFRRDTVSDTKNELLVFLTPRIMNNQAI 706
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAI 710
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIV 706
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLA 718
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLA 718
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 ITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ITTIEGREKDVYK 698
NTDB id 1145269 PHAGEPCYII10 RS27220 WP 003141780.1 AIGR......... 710
NTDB id 1193 PAKAF RS26665 WP 003161249.1 AIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 RNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 RNH.......... 721
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