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NTDB id 1284 ACE17W RS12370 WP 010946666.1 360
NTDB id 1257 GC085 RS04855 WP 163621000.1 Q 360
NTDB id 1145269 PHAGEPCYII10 RS27220 WP 003141780.1 |HeiSNMINND VASD VQGNITLRL VPWDQALD LKTKGLDKR [MGNV 371
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LQL ADFTIM VASD VQGNITLRL VPWDQALD LKTKGLDKR RGNV 371
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LQLLADFTN INMVI D VQGNITL LISDVPWDQALDIILKTKWNLDKRRRGNV 352
NTDB id 1039 HON27 RS01460 WP 031993779.1 VQGNITLRLIADVPWDQALDIILKTKWNLDKRRRGNV K 351
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VQGNITLRLISDVPWDQALDIILKTKIJLDKRRRJGNV 351
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 INNLAPLRBIELTIQ 'NYAKAAD I ARSL IR ' 5101 €] 0 420
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KNGV DRIEKIMIT QGRNSGTSNSN . . .. ... .. TNGSATVEPLGDSVG 418
NTDB id 1039 HON27 RS01460 WP 031993779.1 TQGENSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGEIRNESIPAeSINK () |pIb) 426
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TQGEWNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGEIRESPACANEN Q) DID) 426
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consensus s Plsesekeskekoskokok koo Dokokok sk D bk D D bk DD Fokkokok Dok |1k * * okk ok ok
ik BDN IOz sk LB ez EVM

Rs YRFQEI e RO i aic A SN SLUBALIVS

NTDB id 1284 ACE17W RS12370 WP 010946666.1 . ....... K LDLELSALESN G E IS P 539
NTDB id 1257 GC085 RS04855 WP 163621000.1 ........ KN . LDLELSALES G E IS P 539
NTDB id 1145269 PHAGEPCYII1O0 RS27220 WP 003141780.1 C LDL LSA EISNGNGEV SBPK 559
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PK 563

..... LDLELSAL A 557
LDLELSAL 569
LDLELSAL P 569

* Pk k| %

NTDB id 1009 ACIAD RS15175 WP 004923730.1
NTDB id 1039 HON27 RS01460 WP 031993779.1
NTDB id 1052 ABD1 RS15850 WP 001017033.1
consensus

KEGYN .
IEDGMNC PIA[ESCT TTGTS SPSPF . . LDL LSA EIWIGRIGE = S
N

* Ikkx x skokkk DL L bbbk x|



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1284 ACE17W RS12370 WP 010946666.1

1257 GC085 RS04855 WP 163621000.1

1145269 PHAGEPCYII1O RS27220 WP 003141780.1
1193 PAKAF RS26665 WP 003161249.1

1009 ACIAD RS15175 WP 004923730.1

1039 HON27 RS01460 WP 031993779.1

1052 ABD1 RS15850 WP 001017033.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1284 ACE17W RS12370 WP 010946666.1

1257 GCO85 RS04855 WP 163621000.1

1145269 PHAGEPCYII10 RS27220 WP 003141780.1
1193 PAKAF RS26665 WP 003161249.1

1009 ACIAD RS15175 WP 004923730.1

1039 HON27 RS01460 WP 031993779.1

1052 ABD1 RS15850 WP 001017033.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1284 ACE17W RS12370 WP 010946666.1

1257 GCO85 RS04855 WP 163621000.1

1145269 PHAGEPCYII1O RS27220 WP 003141780.1
1193 PAKAF RS26665 WP 003161249.1

1009 ACIAD RS15175 WP 004923730.1

1039 HON27 RS01460 WP 031993779.1

1052 ABD1 RS15850 WP 001017033.1

consensus

MNTINY FKIGMA LSLIGVTPQITPDGKI M L{MNINED PEREY INABGVP
BATIY| FKIWA LSLISVTPQITPDGKI M LMNIIAD PRENY INPRGVP
NMNT TSFK AR\LSLIRVTPQITPDN I \i KDJAPDIR| AJRNGVP
SNEVPYQEA SSGANMNT TSFK ABLSLIQVTPQITPDI I |
VEVPYQREATIYS A[S¥WN TSFK A LSLINVTP ITPDGKI M LNIEND IN.SYRNQNEEA
TENDKQTAK I\ G VPYQSEATIYS A[SEWN TSFK A LSLIVTPSITPDGKI[MILII KD \FWEEFVAIZNGHR
TEDKQTAK [\ Gl VPYQRMTIS AWl TSFK A LSLIWVTPRITPDGKI[NMIMLII KD \EWEeF\AIZNGHS
s oockokskokok Dokk ok b ok DD Doskoskskok |k ) skckok Dl Dok D LD DU sk DD Dok Doskoskoksk skokok | oskox *k ok |k

W I CETO et L WA oo LI

PATINNSAET TNVLVNNG TIVLGG
INTIRYSET TNVLVNNG TIVLGG

JIFINKNE NE8S LVN GETIV GGVEFN TI[NeKE\ INKVPFIRGDLPM GRLFR
IXINKNE NE®Y LVN GETIV GGVFJ IMASIKE IAKVPFI®G LPM GRLFR
L Y

e R e TN

Wk

il NKNWINTNVLVNNGET VLGGVFAQTysiFN WKVPFIRGDLPMVGRLF
Il NKNNINTNVLV NGET LGGVFAQTMBIMNKVPFFGD PVVGRLFR

Il NKNWINTNVLV NGET LGGVFIMQTNSIMKVPFFGD PVVGRLFR

kokokokokokokokokok D lokok Dok Dok | Dokok k% kok o kok D Dok Pokok Dokosk Dok D Dokokok skoksk skok DD Dok Dok DD Dk %

g

ATTECREKDVYK
ITTIEGREKDVYK 698
ITTIEGREKDVYK 698

AIGR......... 710
AIGR......... 714
GNH.......... 709
RNH.......... 721
RNH.......... 721

X non conserved
B similar
B >50% conserved

610
610
631
635
631
643
643

685
685
706
710
706
718
718



