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NTDB id 1195 PAKAF RS24020 WP 016253895.1 MLLKSRHRSLHQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDV 75
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NTDB id 1195 PAKAF RS24020 WP 016253895.1 KDQMATQSDFFKAKGSAFPTAPSSCTPLPDAIKDRLGCWAEQVKNELPGAGDLLMSDYYICRSSKPGDCDG.KGS 149
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NTDB id 1145267 PHAGEPCYII10 RS24645 WP 003116261.1 AIEIQVAWRAMDGACFNASDS....TLCTYSVRSEL 174
NTDB id 1195 PAKAF RS24020 WP 016253895.1 MLEIRLAWRGKQGACVNAADSSADTSLCYYTLRVEP 185
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