
logo MRAERLRLSEEQGQRI LRLYHLYRLTIGLVLVLL I SSELEDQVLKLVHPELFHVGSWCYLVFNI LVALFLPPSRQ
NTDB id 1145265 PHAGEPCYII10 RS24620 WP 003094692.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQ 75
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQ 75
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LLP I F I LALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANI LLRGR IGLVIAAAASLGLLYLTFFLSLSSPDAT
NTDB id 1145265 PHAGEPCYII10 RS24620 WP 003094692.1 LLPIFILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDAT 150
NTDB id 1472 PAKAF RS23995 WP 016253893.1 LLPIFILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDAT 150
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NHYVQAGGLGTLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNAL I LQRMRTGI LVVDSRQAI LLANQAA
NTDB id 1145265 PHAGEPCYII10 RS24620 WP 003094692.1 NHYVQAGGLGTLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAA 225
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NHYVQAGGLGTLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAA 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LGLLRQDDVQGASLGRHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSF I SLNREDDQHVL I FLEDI SQIAQ
NTDB id 1145265 PHAGEPCYII10 RS24620 WP 003094692.1 LGLLRQDDVQGASLGRHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQ 300
NTDB id 1472 PAKAF RS23995 WP 016253893.1 LGLLRQDDVQGASLGRHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQ 300
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QAQQMKLAGLGRLTAGIAHE IRNPLGAI SHAAQLLQESEELDAPDRRLTQI IQDQSKRMNLVI ENVLQLSRRRQA
NTDB id 1145265 PHAGEPCYII10 RS24620 WP 003094692.1 QAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQA 375
NTDB id 1472 PAKAF RS23995 WP 016253893.1 QAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQA 375
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EPQQLDLKEWLQRFVDEYPGRLRNDSEQLHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLA
NTDB id 1145265 PHAGEPCYII10 RS24620 WP 003094692.1 EPQQLDLKEWLQRFVDEYPGRLRNDSQLHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLA 450
NTDB id 1472 PAKAF RS23995 WP 016253893.1 EPQQLDLKEWLQRFVDEYPGRLRNDSELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLA 450
consensus !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RDPESDLPVLE I
V IDDGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQAR IDYRNREEGGGCFR ITFAH

NTDB id 1145265 PHAGEPCYII10 RS24620 WP 003094692.1 RDPESDLPVLEVIDDGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAH 525
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RDPESDLPVLEIIDDGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAH 525
consensus !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo PRKLS
NTDB id 1145265 PHAGEPCYII10 RS24620 WP 003094692.1 PRKLS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 PRKLS 530
consensus !!!!!
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