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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRL 75
NTDB id 1145252 PHAGEPCYII10 RS10305 WP 003138588.1 MRLGLPALAAGLLALRFLAELPS........VGWLLGMAAAG....LLLLFGRLYWLGLFLLGFAWACGSAQVAL 63
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPS........FGWLLALAPVG....LLLLPFRWRPLAFFLFGLVWACLNAQWAL 63
consensus !!*******!!***!**** !** ***!!**! ** !**! ** !* ** !**!** !! *!

logo

S
D
D
G
V

V
RLPAAPVADEW

L
E
DGKRDTFILRWALTEGQRVVATVDEGLPADERSVGRTGEGDAVVTRFELRFLREDEI EIVHSASADARHGADVAGLVLPEPSR I

L
VRLASWRYGLRSWHERQREAEAATDRRAG

NTDB id 1426 RS RS05575 WP 011001070.1 SVVLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAG 150
NTDB id 1145252 PHAGEPCYII10 RS10305 WP 003138588.1 DGRLAAELDGRTLWLEGRVVDLPASGEGVTRFRLEEVSAARGVLLPERLRLSWRG.................... 118
NTDB id 1199 PSJM300 12650 AFN78592.1 DDRLPVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG.................... 117
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NTDB id 1426 RS RS05575 WP 011001070.1 IPDLQPGQRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAA 225
NTDB id 1145252 PHAGEPCYII10 RS10305 WP 003138588.1 APPLMGGERWRLAVTLKRPRGLVNAAGFDYEAWLLAQRVGAVGKVKAGQRLQPAS............GLDAWRDA 181
NTDB id 1199 PSJM300 12650 AFN78592.1 GPEIRSGERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDR 180
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NTDB id 1426 RS RS05575 WP 011001070.1 VRRHLLAALPEARYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLA 300
NTDB id 1145252 PHAGEPCYII10 RS10305 WP 003138588.1 WRQRLLAVDAQG.RGAALAALVLGDGSGLSAAEWRMFQDTGTVHLMVISGSHISLLAGMLYGLVAALHRLG.... 251
NTDB id 1199 PSJM300 12650 AFN78592.1 LRQRLLTVEAHG.RAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWG.... 250
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NTDB id 1426 RS RS05575 WP 011001070.1 RWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVD 375
NTDB id 1145252 PHAGEPCYII10 RS10305 WP 003138588.1 ...C..WPRRLPWLPCACALGLLGAWSYGLMAGFEVPVRRACLMVSLALVWRLRFRHLGLLTPLLATLVLVLLVE 321
NTDB id 1199 PSJM300 12650 AFN78592.1 ...I..WPQRLPWLPWACGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVD 320
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NTDB id 1426 RS RS05575 WP 011001070.1 PWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVV 450
NTDB id 1145252 PHAGEPCYII10 RS10305 WP 003138588.1 PLASLQAGFWLSFLAVALLLWLFA.......GRLGRWRW.......WAAWGRAQWGMALGLAMPLLALGLPLSLS 382
NTDB id 1199 PSJM300 12650 AFN78592.1 PLASLQPGFWLSFVAVALLIWIFR.......GRLGVPSW.......WRALLYAQWAMALGLLPAMLVLGLPVSLS 381
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NTDB id 1426 RS RS05575 WP 011001070.1 SAVANALAIPVVSFVTTPLALMGTAL.PEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAV 524
NTDB id 1145252 PHAGEPCYII10 RS10305 WP 003138588.1 GAPANLLAVPWIELLVVPPALAGSLLLWVPGLGEGLLRAAGVSLDLLFRALGLLAGLAEAWQPPAAAAWSVALGM 457
NTDB id 1199 PSJM300 12650 AFN78592.1 GPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVA 456
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NTDB id 1426 RS RS05575 WP 011001070.1 VGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLA 599
NTDB id 1145252 PHAGEPCYII10 RS10305 WP 003138588.1 LGALCWLAPAGLP...LRALGAALLLPALLPSSPPVEWGRAEVRVLDVGQGLAVLVRTREHALLYDSGARQGAF. 528
NTDB id 1199 PSJM300 12650 AFN78592.1 LGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF. 527
consensus *! ***!*!*!** *!**!**!!*!*!** * ** !**** **!*!!!***!!*!**!*!!*!*!*!*!**

logo DAIMAGDERVI
V
F
VPSVYLRGQSHLDGVLEQRAR I

LDGLTMLLMVVLSHEADNSDHAGGTAELPATI
V
A
M
Q

A
R
S

A
G
R

F
M
VPPVRGATWLMVVLASSGLEPAEPGRHGLERQARLAPALSAGP I

L
D
E
F

P
A
A
D
R

G
SCDRVAETGRQ

NTDB id 1426 RS RS05575 WP 011001070.1 DAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQ 674
NTDB id 1145252 PHAGEPCYII10 RS10305 WP 003138588.1 DMGERVVVPVLRSLDLRRLDGLLLSHADNDHAGGAPTVASRFPPGWLVSGEPAR.......LPSPLFADSCDE.R 595
NTDB id 1199 PSJM300 12650 AFN78592.1 DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPER.......LPAALDARSCRTGQ 595
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NTDB id 1426 RS RS05575 WP 011001070.1 RWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHH 749
NTDB id 1145252 PHAGEPCYII10 RS10305 WP 003138588.1 SWSWDGVVFEQWAWAQ......AGDSNDRSCVLRVEADGEVLLLTGDISRAAEHAWLARQAD..PRVDWLLAPHH 662
NTDB id 1199 PSJM300 12650 AFN78592.1 RWTWNQVNFSVWRWPQ......ATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGGME..VNARWLLAPHH 662
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NTDB id 1426 RS RS05575 WP 011001070.1 GSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIET..RGDALAVRTARSM 822
NTDB id 1145252 PHAGEPCYII10 RS10305 WP 003138588.1 GSRSSSGVAFVLRTRPRHVLVSRGWRNAFGHPHGEVMERYARVAAQVHDTARDGALTFFLGSRGGARR....ERD 733
NTDB id 1199 PSJM300 12650 AFN78592.1 GSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFGGARR....MRD 733
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NTDB id 1426 RS RS05575 WP 011001070.1 RPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1145252 PHAGEPCYII10 RS10305 WP 003138588.1 SAHFWREK................. 741
NTDB id 1199 PSJM300 12650 AFN78592.1 EPRFWREK................. 741
consensus ***!***

X non conserved

X similar

X ≥ 50% conserved


