logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1145242 PHAGEPCYII10 RS02095 WP 003084552.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1145242 PHAGEPCYII10 RS02095 WP 003084552.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

)

2

e A

lgél{éESVKEmASDtBL%

I§ SDLH SAG

I SDLH SAG
€ASDLHLSAG
BASDLHLSAG

K [ASDLHLS G
[ IASDLHLSAG
EASDLHLSAG
€ASDLHLSAG
[EASDLHLSAG
Pl skokokokok |

MRRCAGA

f=ot

*kokk |k k ok ok

FUL L ] x

A

IRy

S
BIPMIRVEIG
SIPMIR VG
PPM R DG
PPM R DG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

* ok %k k% * |

AL

Vkx  xokx

RS

E.MJ NL ALEH

5’</\FF

== i=cli=c-- = v Ji=v]i=v-c =]~ = =~}

* * % %

ol

E LGLENIF
KKKKK K

Velfistia R

QVH L¢YQ|
m

TSPHR
| MNDJEIQR

iy ooy
iy

< e e e e e

¥ AMASRGLVLVTGPTGSGKSTTLAA
I PAYPRGLVLVTGPTGSGKSTTLAAM
I PAMPRGLVLVTGPTGSGKSTTLAAM
ISTIWAYPRGLVLVTGPTGSGKSTTLAAM
D T OMPRGLVLVTGPTGSGKSTTLAAM
IJIOPMPRG VLVTGPTGSGKSTTLAAM
I T@MPRG VLVIGPTGSGKSTTLAAM
JTOPMPRG VLVTGPTGSGKSTTLAAM
Hok o skok kokokokor D D s D E T Do |

E ASFSRGLVLVTGPTGSGKSTTLAAW
V

IDdReeteitcol

L

143
145
146
149
145
145
145
145
145
145
145
145
145
145
145
145
145



logo

DRt Rl s RO VA

NTDB id 1177 A1552VC RS01165 WP 000422572.1 MR QH.TG EDPIEFVH|#IK C 218

NTDB id 1203 PSJM300 01605 AFN76401.1 220
NTDB id 1019 ACIAD RS04205 WP 004922051.1 221
NTDB id 1307 DR RS10055 WP 010888596.1 224
NTDB id 1086 NMV RS00245 WP 002218487.1 IBMALRSALREDPD 220
NTDB id 1116 NGFG RS10615 WP 003690200.1 ANALESALREDPD 220
NTDB id 1185 GTF74 RS11940 WP 000350195.1 WYALRSALREDPD 220
NTDB id 1176 A1552VC RS01160 WP 000350195.1 IMJALRSALREDPD 220
NTDB id 1283 ACE17W RS02630 WP 010947729.1 VHILT EDPIEFVHNSKKCL NQREVH WINALRSALREDPD ILVGEIRRDIRET I 220
NTDB id 1259 GC085 RS10305 WP 010947729.1 MYHILT EDPIEFVHESKKCL NQREVH WNALRSALREDPD ILVGEIRRDIRET I 220
NTDB id 1145242 PHAGEPCYII1O0 RS02095 WP 003084552.1 VIHILTIEDPIEFVHJXSKKCL NQREVH MAALRSALREDPD ILVGEMRDIRET I 220
NTDB id 1194 PAKAF RS01995 WP 003084552.1 VM:HILTIEDPIEFVHIXSKKCL NQREVH BMMALRSALREDPD ILVGEMRDIRET I 220
NTDB id 1202 PSJM300 01600 AFN76400.1 MIHILTIEDPIEFVHJXSKKCL NQREVH BHALRSALREDPD ILVGEMRDIRET I 220
NTDB id 1020 ACIAD RS04210 WP 011182164.1 MOHILT EDPIEFVHINYKKCLINQREVH IWAALRSALREDPD ILVGEMRDIRET I 220
NTDB id 1060 ABD1 RS04380 WP 000355489.1 MOIHILT EDPIEFVHENSKKCLINQREVH IWAALRSALREDPD ILVGEMRDIRET I 220
NTDB id 1040 HON27 RS13360 WP 000355489.1 VMOIHILT EDPIEFVHENSKKCLINQREVH IMAALRSALREDPD ILVGEMRDIRET I 220
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 MOHILT EDPIEFVHMNSKKCLINQREVH IWAALRSALREDPD ILVGEMRDIRET I 220
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NTDB id 1116 NGFG RS10615 WP 003690200.1 [MAAKT DRI DVFPA[EK MVR 295
NTDB id 1185 GTF74 RS11940 WP 000350195.1 GHLVFGTLHT SAAKTIDRIIDVFP § K MVR MLSESLIJAVI QISLLK .VGGGRVAEHEIM 294
NTDB id 1176 A1552VC RS01160 WP 000350195.1 GHLVFGTLHT SAAKTIDRIIDVFP B] K MVR MLSESLIAVI QISLLK MUGGGRVA[@HEIM 294
NTDB id 1283 ACE17W RS02630 WP 010947729.1 GHLVFGTLHTINSAQWKTI RIIDVFPAEEKNMVR MLSESLMNAV QNLLK BYYGGRVAAIREIM 294
NTDB id 1259 GC085 RS10305 WP 010947729.1 GHLVFGTLHTWNSAWWKTI RIIDVFPAEEKSMVR MLSESLMAV QBLLK RUAGGRVAAREIM C 294
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NTDB id 1194 PAKAF RS01995 WP 003084552.1 GHLVFGTLHT SAAKTIDR DVFPAEEKEMVR MLSESL{ VISQMWL K MGGGRVAAHEIMI 294
NTDB id 1202 PSJM300 01600 AFN76400.1 GHLVFGTLHT SAAKTIDR DVFPAEEKSMVR MLSESLMNAVISQWLLK MIUGGGRVAAHEIMI 294
NTDB id 1020 ACIAD RS04210 WP 011182164.1 SAAKTIDRIIDVFPAEEK MVR MLSESLMAVISQUWLLK MIGGGRVAAHEIMI 294
NTDB id 1060 ABD1 RS04380 WP 000355489.1 SAAKTIDR IDVFPAEEK MVREWMLSESLNAVISQWLLK MGGGRVAAHEIMI 294
NTDB id 1040 HON27 RS13360 WP 000355489.1 SAAKTIDR IDVFPAEEK MVRIWMLSESLMAVISQUWLLK MNGGGRVAAHEIMI 294
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 SAAKTIDR IDVFPAEEK MVREWMLSESLMNAVISQWLLK MNGGGRVAAHEIMI 294
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