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NTDB id 1145100 STACADC2 RS07030 WP 082309090.1 80
NTDB id 300 STER RS07485 WP 011681496.1 80
NTDB id 521 SMSK321 RS04960 WP 000443804.1 IME IIEKIKEYKIIVICTGLGLLVGGFFLLKPAPSTH 71
NTDB id 493 SM12261 RS04300 WP 000387351.1 ) ) 71
NTDB id 153 SP RS04730 WP 000387344.1 BMEATIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTH EKEVI4KEEKEEPLEQ 71
NTDB id 263 KZH43 RS04195 WP 000387330.1 BMEATIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTH 71
NTDB id 222 SPD RS04535 WP 000387330.1 BMEATIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTH 71
NTDB id 188 SPR RS04295 WP 000387330.1 BMEATTEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTH 71
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N vITLKA TWI D v SL AN /RVL SUQVSDKX
NTDB id 1145100 STACADC2 RS07030 WP 082309090.1 SK TVDVKGAVIRYPG YUNLI®AG RVEIDW QIMAGG TEMAD KS NLAJIYS SDE Y VISUKINERKASARYQ T GEYCIANAI) (T
NTDB id 300 STER RS07485 WP 011681496.1 34 TVDVKGAVERIPG YWLE®\G RVDN QEAGG TEMAD KS NLAIRY SDEE  YVINYKMERNENIMQ T CEyCANED SR
NTDB id 521 SMSK321 RS04960 WP 000443804.1 DLITVDVKGAVKSPGIYDLEVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEE MSHQETGECRNES A 145
NTDB id 493 SM12261 RS04300 WP 000387351.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEANSHQ QRGNS W 145
NTDB id 153 SP RS04730 WP 000387344.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEANSHQQTCECHEENE W 145
NTDB id 263 KZH43 RS04195 WP 000387330.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEANSHQQTCHCHNEE W 145
NTDB id 222 SPD RS04535 WP 000387330.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEANSHQQTCHCHNNE W 145
NTDB id 188 SPR RS04295 WP 000387330.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEANSHQQT GG W 145

rrrrrrn Pl ok ko Dk 1 1 | Ul RS U *

DREALAROTELILS | fno

consensus

S LIS EE e L )

logo

NTDB id 1145100 STACADC2 RS07030 WP 082309090.1 231
NTDB id 300 STER RS07485 WP 011681496.1 Q Q 231
NTDB id 521 SMSK321 RS04960 WP 000443804.1 J3SSI¥SK KK NLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 ASSWSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 153 SP RS04730 WP 000387344.1 ASSINSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 ASS SKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 222 SPD RS04535 WP 000387330.1 ASS SKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 188 SPR RS04295 WP 000387330.1 ASS SKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
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