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o IR WALTSHO PRI v SRS SO

MAKRKTSLKNJSQER QIMAT)H
MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNL
MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNL

MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNL
MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNL

DUCALE SO KT T T LSRRG
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DAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTP
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DAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTP
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