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consensus Pl okoskok Vskoroskorokookok |k

- ARV VRS oLk iRV

.NKI<A T /H\h ETé | rLS =] g| é AQ 1 mEY

NTDB id 1177 A1552VC RS01165 WP 000422572.1 153
NTDB id 1203 PSJM300 01605 AFN76401.1 G. 155
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EKNEA2:AUSESIRIAR D MP{¢ MY TIRINERK WP E 156
NTDB id 1307 DR RS10055 WP 010888596.1 . 159
NTDB id 1086 NMV RS00245 WP 002218487.1 N 155
NTDB id 1116 NGFG RS10615 WP 003690200.1 N 155
NTDB id 1185 GTF74 RS11940 WP 000350195.1 N 155
NTDB id 1176 A1552VC RS01160 WP 000350195.1 I . 155
NTDB id 1283 ACE17W RS02630 WP 010947729.1 N I AN RGLVLVTGPTGSGKSTTLAA) 155
NTDB id 1259 GC085 RS10305 WP 010947729.1 N I AMIIRGLVLVTGPTGSGKSTTLAA) 155
NTDB id 1145021 BFP94 RS05715 WP 003471666.1 S. n] EPIPMGL LVTGPTGSGKSTTLA M 155
NTDB id 1202 PSJM300 01600 AFN76400.1 G. INTIYYPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1194 PAKAF RS01995 WP 003084552.1 G. il DBMPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1020 ACIAD RS04210 WP 011182164.1 N I I[OPNPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 N I I[OPNPRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 NB IJI[OPNPRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 N E LGLENIF pI[epNPRG VLVTGPTGSGKSTTLAAM 155

consensus INEEE sokok Dok Dok Dok skokskokotokokokok ok skokk skok kR Dokokokokor Do DDk DT Dok | kok kL



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1145021 BFP94 RS05715 WP 003471666.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GC0O85 RS10305 WP 010947729.1
1145021 BFP94 RS05715 WP 003471666.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

TR

UV s W Fl

EDPIEFVHEHK C
EDPIEF H[N:{0RC
EDPIEF H|N¥#X¢C INQREV[END TIb)
EDPIEF HIgUKE®S INQREV{ERIDTIR
EDPIEFVH[SKKSLINQRE H[eJ5ITI®
EDPIEFVH[@MSKKSLINQRE H[epITI®
EDPIEFVHEIWNWKCLINQREVH
EDPIEFVHEIWKCLINQREVH
EDPIEFVHNSKKCL NQREVH
EDPIEFVH[SKKCL NQREVH
EDPIEFVHTS@KCLINQREVH
EDPIEFVHIXSKKCL NQREVH
EDPIEFVHRSKKCL NQREVH
EDPIEFVHINEKKCLINQREVH
EDPIEFVH[@NSKKCLINQREVH
EDPIEFVHNSKKCLINQREVH
EDPIEFVHRNSKKCLINQREVH

EE A T B B B S B I oxx [

AEEKE \Rs

i

DVFPEE [ [¢

T DRI DVFPAEEK MVR
T DRI DVFPAMEK MVR
TIDRIIDVFP § K MVR
TIDRIIDVFP {§ K MVR
TI RIIDVFPAEEKEMVR
TI RIIDVFPAEEKSMVR
TIDRIIDVFPAEEKIZMVR
TIDR DVFPAEEKFMVR
TIDR DVFPAEEKIMVR
TIDRIIDVFPAEEK MVR MLSESLWMAVISQWLLK
TIDR IDVFPAEEK MVREAMLSESLMAVISQWLLK
TIDR IDVFPAEEK MVRIMLSESLMAVISQULLK

TIDR IDVFPAEEK MVREWMLSESL[NAVISQELLK
*ok 1ok ok ok ok ok ok ok K ok K Pk | kkxx! |

IDRI

MLSESLIJAVI
MLSESLIJAVI
MLSESL{WAV QELLK
MLSESLMAV QELLK
MLSESLIIAVISQALLK
MLSESLMNAVISQWLLK

A

WNALR ALR [APD
IN(ALRSALREDPD G
INYALESALREDPD G
IQYALRSALREDPD
IQYALRSALREDPD
WALRSALREDPD
WALRSALREDPD
WA LRSALREDPD
§IALRSALREDPD
)3ALRSALREDPD
WA LRSALREDPD
M3ALRSALREDPD
WA LRSALREDPD
WA LRSALREDPD

A Bl L

:NKGGRVAA @ETM
BAGGRYAAMD

RYGGGREJAA[Y
MUGGGRVAAHEIMI
WIGGGRVAAHEIMI
BOGGGRVAAHEIMI
MIGGGRVAAHEIMI
BIGGGRVAAHEIMI
MIGGGRVAAHEIMI

T AL o

RERIEN DYNALINJAETGHLVE | TLHESY AR
RDMETI JAA TAAETGHLVIGTLHTHSAjg:

LA TAAETGHLVEGTLHTRSApN
LA TAAETGHLVFGTLHTJYS Ap§K
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
Pkl 1% 1% U

SAAK
SAAK
SAAK
SAAK
SAAK
SAAK
SAAK
EE S

A0, 31 0

NEENNENN

EIM

EIM

PAIRNLIREIRKVAQMYSHIQTG
PAIRNLIREINKVAQMYSEIQTG
IIPATRNLIREMKVAQMYSBIQTG
IMPATRNLIRENKVAQMYSEIQTG
IMIPATRNLIRENKVAQMYSIIQTG
IMPATRNLIRENKVAQMYSEIQTG
*% | 11 *okokkkk ok

ok | ok ok ok ok ok ok ok ok

233
235
236
239
235
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
319
315
315
314
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259

1145021 BFP94 RS05715 WP 003471666.1

1202
1194
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259

1145021 BFP94 RS05715 WP 003471666.1

1202
1194
1020
1081
1060
1040

consensus

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

=33 RS REF R
INLHSIADSANDLRLMLKTKRGDDY...GSGSLQNVKI........ DME..............
YEDINLLHMDSSNDLRLMIKLGSETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. .. ..
YADINLKHIADSPNNLRLQIKLSEEANKPLDNRERMSEMER. ... .... KMTFDGQRRNLK. . ...
LERAI.DPKE..EARLANDASAGL.GGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAA
I A PEV I R RRI QAN SE SM . . SF . . . e e e e e e
T I APE A R RR QAN SE S M. . SF . . . e e e e e e e e e e e e e
i CMED AQEV QS KIELD LKA . LI, . oo e e e e e e e e
T CMA D AQEVQSKIELD LKA . L l. . o ottt e et et e e e e e e e e e e e e e e e e e e
i N KHTE HE AL . NKSL . J. . . ot et e e e et e e e e e e e e e e e e e e e e e e e e e e e e e
T N KHT N HE A L . NKSL . l. . o ottt i e e e e e e e e e e e e e e e e e e e e e e e e e e
il S RNQE R DY K . DKRV . L JE . . o e e e e e e e e e e e
i ¢ RD S KEKE K . QP EN . L J. . . o e e e e e e e e e e e e e e e e e e e e
T G RENE REKI K . IPEN . L J. . . o ot i it e et e e e e e e e e e e e e e e e e e e e
i NN L P TE R AVI K . SPE S . LI, . . e e e e e e e e
T CARES P QT R TAI K . QPES . Ll . . . . e e e e e e e e e e
T CMBES P QTR TAIK . QPES . (I . . . o et e e e e e e e e e e e e e
T CARESI P QT R TAI K . QPES . Ll . . . . ot e e e e e e e e e e e
| | * %k *
....................... 368
....................... 381
....................... 383
PATPAAPAAGRSEPGRAGGFGRR 418
....................... 347
....................... 347
....................... 345
....................... 345
....................... 344
....................... 344
....................... 345
....................... 344
....................... 344
....................... 344
....................... 345
....................... 345
....................... 345

X non conserved
B similar
>50% conserved

EL F
EEEI/\\.RL‘klﬁL-::HE,’%D{ LSRRV RESDHET o avra s AR

368
381
383
395
347
347
345
345
344
344
345
344
344
344
345
345
345



