
logo MDNDNQAKLACQGPVCLLAITI
L
C
L
NR I

L
M

K
N
Y

Q
S
L
M
N
R

I
L
G
T
S
N
P
F
R
S
D
T
L
V
LFLRKLWKQWKERAGWDMPDSMTLNSLAGMTEFSVDNPVKNLHLQKSFFLRKYDKRQTKI

V
L
T
S
L
R
S
D
K
R
V

D
S
Q
L
M
I
GQVAEK

N
Q

A
E
V
G
K
A
G
S
A
I
L
K
R
P
SWLAK

Q
N
E
F
L
T

A
I
K
E
K
N
Q
E
Y
F
D
K
L
Y

NQ
P
K
N
D
F
L
V

NTDB id 599 KW2 RS05940 WP 021037268.1 ...............MITNFDLFRWKKAGM.TNLGVNKLLKFFRKYDRKISLRQMGQVAQVKSIP....NFIEQYKNQDV 60
NTDB id 1250 GCO85 RS13065 WP 027219989.1 MNNLQPLLALNRMK.RIGPRTVLKLQKRWPDLNLMF............QLSSVDL....EEAGLPSWLAQTIKNFD.PDF 62
NTDB id 1144975 BGLY RS09225 WP 046128973.1 MNDKCGLLILLRLYSNLSPSLLFKWWKEDPSLSLAEDKNHS.L....KKLSSKSI....NVGAIR....KLAEKEL.PNV 66
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLTSPVLQ........TVTRDQI....KAAALK....NEIEQFY.PKL 63
consensus *** ** * ** ******* ***!***** !* ** ******** ****** * **** ***

logo

I
P
K
Q
R
K
I
L
T
V

D
I
L
R

L
A
A
D
N
S

W
Y
LSS

R
S
E
E
K
N
Q

K
N
G
F
H
I
H
N
S
I
S
T
V

F
L
I
A
P
S
T

W
I
D
L
S
D
S
D
K
P
E
L
Q
YYPAEFPRWLLRKSTE IAHYNDPPAFPVI

L
V
I
L
Y
F
L
Y
A
Q
KGDENI

K
L
M

D
S
T
A
LLKSTYEKNQGKPRLSKI

L
A
G
F
IVGSTRLNAPGTSAVQSTYGEIKNEKNQANSVAVNQRSAHKYI

L
F
A
S
T
V

K
T
R
A
E I
L
C
N
S
K
R
H
Q
K
E
S
G

NTDB id 599 KW2 RS05940 WP 021037268.1 KKLRADY....KKFSSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKN.PKLAFVGSRLAGQSGIKSVQKIVTELN.QS 134
NTDB id 1250 GCO85 RS13065 WP 027219989.1 IKTDLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQ.PSLAIVGSRNASVTGNENARAFSREISRHG 141
NTDB id 1144975 BGLY RS09225 WP 046128973.1 KQIIASY..RENGISVIAISSPEYPPLLKTIHDPPPVLFLKGNKTLLYEKRLIGIVGTRNPSQYGENAASYFARALSKKE 144
NTDB id 114 BSU 16110 NP 389493.1 PRVLAAY..REQGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKG 141
consensus ***** * ****** ****** !! *!**!**!! *****!****!** *****!!*!*****! * * *********

logo

F
V
W
S
V
TIVSGLALSKGIDATGAMHASHARLAEGSACSTLI ERKAGSTGKTGKPRTIAGI

V
L
IAGGTGI

L
F
N
Q
D
H
I
C
F
IYPLRREHNLRLQKI

L
Q
A
D
Q
E
H
Y
Q
I
L
M
T
AEKHNSYGQHI

L
V
L
V
LSEFYHLSPLPDEGKESTPKP I

L
Q
A
K
G
Y
WHFPELMQRNRLI IASGL

NTDB id 599 KW2 RS05940 WP 021037268.1 FTIVSGLAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNRIIAGL 214
NTDB id 1250 GCO85 RS13065 WP 027219989.1 VSIVSGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFPLRNRIISGL 221
NTDB id 1144975 BGLY RS09225 WP 046128973.1 WTIVSGLAKGIDGHAHRETIRSKGRTIGIIAGGFNCIYPRENRLLAQQMAESHLLVSEHLPDTKPQKWHFPQRNRLISGL 224
NTDB id 114 BSU 16110 NP 389493.1 WVIVSGLASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGL 221
consensus **!!!!!!*!!!** !***** ***!!**** !****!!*** ******* ****!!******!***!!!*!!!*!*!!

logo

T
S
L
R
E
C
GI
V
I
L
VVI

V
E
Q
A
G
A
K
I
L
E
R
KSGSL ITCAERYMRQALEEQNGRDE I

V
L
FAI

VPGNSLIAHFNDEGPLNTYASDGKRGCPAHINGHKYLLIQEQGAKAL IVSTWYQSAVADEQDVI FLDGEEYLKLPAEIYEFNRHNQAHVRQFYTSENPSFKVP I FS
NTDB id 599 KW2 RS05940 WP 021037268.1 SRGVVVVEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN............ 282
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SLCILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTSNKPIFS 301
NTDB id 1144975 BGLY RS09225 WP 046128973.1 TEGIVVIQGKEKSGSLITAYQALEQGREVFAVPGSIFDENSKGPAGLIQEGAKLVSSVDDILGELPAFQARYTESV.... 300
NTDB id 114 BSU 16110 NP 389493.1 SEGVIVVQGKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF.... 297
consensus *****!* ****!!!!!!***!!!**!***!*!!***** *! !*!*!!!** * *!***!** * ****

logo

LASGKENLVKF IGFETTTIDQI IDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER
NTDB id 599 KW2 RS05940 WP 021037268.1 ............................................................ 282
NTDB id 1250 GCO85 RS13065 WP 027219989.1 LASGKENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER 361
NTDB id 1144975 BGLY RS09225 WP 046128973.1 ............................................................ 300
NTDB id 114 BSU 16110 NP 389493.1 ............................................................ 297
consensus

X non conserved

X similar

X ≥ 50% conserved


