
logo MDDHANHYTKDVLKQPTVENLSKAI
VYTVNRHAKTAPTDNPKYLYLLKKKRALQKL IVKNEGKGKKI

VGLHFSKNPKRFSQQQSDVL I S ILGD
NTDB id 1144972 BGLY RS08165 WP 046132282.1 MDDHNHTKVLKPTVENLSKAIYTVNRHAKTATDPKYLYLLKKKALQKLINEGKGKKVGLHFSKNPKFSQQQSDVLISLGD 80
NTDB id 88 BSU 14020 NP 389285.1 MDDHAYTKDLQPTVENLSKAVYTVNRHAKTAPNPKYLYLLKKRALQKLVKEGKGKKIGLHFSKNPRFSQQQSDVLISIGD 80
consensus !!!! *!! ! !!!!!!!!!*!!!!!!!!!!* !!!!!!!!!*!!!!!* !!!!!!*!!!!!!!!*!!!!!!!!!!!*!!

logo YFYFHMPPTKEDFDEHNLPHLGTLNHQSYRNPKAHQMSLNTI
KAKHQLLQEKYTVGLMKEKPLVPTNRKQQRPASYAHKPVFKKLGESYF

NTDB id 1144972 BGLY RS08165 WP 046132282.1 YFFHMPPTKEDFDNLPHLGTLNHSYRNPKAHMSLNIAKQLLQKYTGLKEKPLVTNRKRPS.AKPVFKKLGESYF 153
NTDB id 88 BSU 14020 NP 389285.1 YYFHMPPTKEDFEHLPHLGTLNQSYRNPKAQMSLTKAKHLLQEYVGMKEKPLVPNRQQPAYHKPVFKKLGESYF 154
consensus !*!!!!!!!!!!**!!!!!!!!*!!!!!!!*!!! !!*!!! ! !*!!!!!!*!! ! **!!!!!!!!!!!!
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