
logo MSNQKTETDALPTLRDESYEVNGSASTI
MAVLPELDEDIDGGKKTI

P
A
CSKI

V
I
LEKTDCRTVFRYVNMKRPFLQI IVDERSCRFYFGSSYAGRKAGTYEVI

TKI
VSHKPP

NTDB id 1144960 BGLY RS05990 WP 046131313.1 MSNTEDLTRDSYEVNSSTMAVLPLDDGKTPASKVLETDRTFRVNMRPFQIIERSCRYFGSSYAGRKAGTYEVIKVSHKPP 80
NTDB id 78 BSU 10420 NP 388923.1 MSQKTDAPLESYEVNGATIAVLPEEIDGKICSKIIEKDCVFYVNMKPLQIVDRSCRFFGSSYAGRKAGTYEVTKISHKPP 80
consensus !!* ! * *!!!!! !*!!!! * **!!**! !* ! !!!*! !!**!!!!*!!!!!!!!!!!!!!! !*!!!!!

logo IMVDHPSNNQI FLFPTFLSSTRPQCGWI
LSHAVHVHKEFKRAATEKFYDDNTEFVTFSVNGEKSTLMELP I

VSRYANSFENQVYRTAWLRTKFLQDR IDEGH
NTDB id 1144960 BGLY RS05990 WP 046131313.1 IMVDHSNNIFLFPTFSSTRPQCGWLSHAHVHEFRAAKYDNTFVTFVNGESLELPVSRASFENQVYRTAWLRTKFLDRIEG 160
NTDB id 78 BSU 10420 NP 388923.1 IMVDPSNQIFLFPTLSSTRPQCGWISHVHVKEFKATEFDDTEVTFSNGKTMELPISYNSFENQVYRTAWLRTKFQDRIDH 160
consensus !!!! !!*!!!!!! !!!!!!!!!*!! !!*!!*! *! ! !!! !! **!!!*! !!!!!!!!!!!!!!!! !!!**

logo

NA
R
A
VPKKRQEFMLYPKEDERNTKQLMIYDEF I LRELGREKRY

NTDB id 1144960 BGLY RS05990 WP 046131313.1 NAAPKKQEFMLYPKEDRNQLIYEFILRELRKRY 193
NTDB id 78 BSU 10420 NP 388923.1 .RVPKRQEFMLYPKEERTKMIYDFILRELGERY 192
consensus * !!*!!!!!!!!!*! *!!*!!!!!! !!

X non conserved

X similar

X ≥ 50% conserved


