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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRAN.ISNPFASAAQSIQTTVAAPQAVKKLPSEGLERY 422
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consensus !! ! * ! ** !!!!!!!! !**!!!**! !!**! **!*** * * * * ** ** * ***!* !

logo

I
LEDNQLI EKRADKAILLI LMQKNQALNEMENTHRWNKRTAKLTAAAKQKQRLGI

L
MTFRASMLRYKRLKKFLGI

L
M

E
D
TETEQEV

NTDB id 1045 H0N27 RS16330 WP 168727019.1 LENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 114456 J151 RS16925 WP 015463522.1 IEQLERAAIQKALEENRWNKTKTAAQLGITFRALRYKLKKLGME....... 464
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
consensus *!**!* ****!!****!!*! *! *!!*!!!**!!*!!!*!**

X non conserved

X similar

X ≥ 50% conserved


