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NTDB id 1177 A1552VC RS01165 WP 000422572.1 -

NTDB id 1144483 C7S04 RS02485 WP 106333318.1

NTDB id 1203 PSJM300 01605 AFN76401.1

NTDB id 1019 ACIAD RS04205 WP 004922051.1

NTDB id 1307 DR RS10055 WP 010888596.1 S

NTDB id 1086 NMV RS00245 WP 002218487.1 PMIRVG R

NTDB id 1283 ACE17W RS02630 WP 010947729.1 PPMIRVDG R

NTDB id 1259 GCO85 RS10305 WP 010947729.1 PPMIRVDG R

NTDB id 1194 PAKAF RS01995 WP 003084552.1 PPMIRVDG R

NTDB id 1020 ACIAD RS04210 WP 011182164.1 PPMIRVDG R

NTDB id 1081 FDQR49 RS05335 WP 006581387.1 KN[ASDLH PPMIRVDG R

NTDB id 1060 ABD1 RS04380 WP 000355489.1 KNASDLH PPMIRVDG R

NTDB id 1040 HON27 RS13360 WP 000355489.1 KN{ASDLH PPMIRVDG R
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .. ANNARGLVLVWGINTGSGKSTT AAMpNEYRIN[®

NTDB id 1144483 C7S04 RS02485 WP 106333318.1 l . AIRSARGLV |WIUGETGSGKST LA

NTDB id 1203 PSJM300 01605 AFN76401.1 . Q AINNARGLVLIRYGINTG GKST LAAM

NTDB id 1019 ACIAD RS04205 WP 004922051.1 E I GE\TG GKST LA M

NTDB id 1307 DR RS10055 WP 010888596.1 A . M ANPNYRGLVLVTGPTGSGKSTTLA M

NTDB id 1086 NMV RS00245 WP 002218487.1 N ARFRVNAFN)IN&RGIY AVFRTIPSHN E AIPRIYRG VLVTGPTGSGKSTTLAAM

NTDB id 1283 ACE17W RS02630 WP 010947729.1 N ARFRVNAFNQBRGA AVFRTIPSIX E ARGLVLVTGPTGSGKSTTLAA

NTDB id 1259 GC085 RS10305 WP 010947729.1 N ARFRVNAFNQSRGA AVFRTIPS)X E ARJIRIRGLVLVTGPTGSGKSTTLAAN

NTDB id 1194 PAKAF RS01995 WP 003084552.1 N ARFRVNAFNQNRGAGAVFRTIPS)Y E DAMZRGLVLVTGPTGSGKSTTLAAM

NTDB id 1020 ACIAD RS04210 WP 011182164.1 . ARFRVNFNQRGAGAVFRTIPS E (N XRGLVLVTGPTGSGKSTTLAAM

NTDB id 1081 FDQ49 RS05335 WP 006581387.1 N ARFRVNAFNQNRGAGAVFRTIPSIY E (MY RG VLVTGPTGSGKSTTLAAM

NTDB id 1060 ABD1 RS04380 WP 000355489.1 N ARFRVNAFNQNRGAGAVFRTIPS)Y E ONZRG VLVTGPTGSGKSTTLAAM

NTDB id 1040 HON27 RS13360 WP 000355489.1 N ARFRVNAFNQNRGAGAVFRTIPS)Y E LGLENIFK [0NE¥RG VLVTGPTGSGKSTTLAAM

consensus 1%k %k % kok DD Dskokoskokok  skokokokok Dskokok |oksk  skokokskokskkokskk  kokkokkxk [ kPk DD oD skl * %k ok ok |

i L E ) o Dit] |
oo TV RVt R DL RO atdc AT LV

NTDB id 1177 A1552VC RS01165 WP 000422572.1 EDPIEFVHI®IK C

NTDB id 1144483 C7S04 RS02485 WP 106333318.1 EDPIEFVHINKIC IWQREV{EQUDTINY KFNAL NEYLR

NTDB id 1203 PSJM300 01605 AFN76401.1 EDPIEF H[ai{aRIC

NTDB id 1019 ACIAD RS04205 WP 004922051.1 EDPIEF H|NIN&C INWQREV[ERID TPDRIFIMMNAL RNEYLR

NTDB id 1307 DR RS10055 WP 010888596.1 EDPIEF HIgUKIE®S INQREV{ESIDTIRSIFINALR ALR

NTDB id 1086 NMV RS00245 WP 002218487.1 EDPIEFVHEMNKKSLINQRE H[EBITIRSFINJALRSALREDPD

NTDB id 1283 ACE17W RS02630 WP 010947729.1 EDPIEFVH[WMSKKCL NQREVHJAD TIRSIFIWNALRSALREDPD

NTDB id 1259 GC085 RS10305 WP 010947729.1 EDPIEFVHEMNSKKCL NQREVHIAD TIRSJFIWNALRSALREDPD

NTDB id 1194 PAKAF RS01995 WP 003084552.1 EDPIEFVHIERKKCL NQREVHRID TIHeFRIMALRSALREDPD

NTDB id 1020 ACIAD RS04210 WP 011182164.1 EDPIEFVHINZKKCLINQREVHRID TIHEFIWNATLRSALREDPD

NTDB id 1081 FDQ49 RS05335 WP 006581387.1 EDPIEFVHENKKCLINQREVHRID TH{EFIMAALRSALREDPD

NTDB id 1060 ABD1 RS04380 WP 000355489.1 EDPIEFVHWNSKKCLINQREVHRID T:{€FIWXALRSALREDPD

NTDB id 1040 HON27 RS13360 WP 000355489.1 EDPIEFVHENKKCLINQREVHRID TE{EFIMAALRSALREDPD
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ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
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TIYANKT DRI DVFPAMEK MVREMLSESLpJAVISQN IGBIGNGRVA - BIET
TIISAINKTI RIIDVFPAEEKEMVREIMLSESLQAV QB BISEGRVAAIRE T

TISANKTI RIIDVFPAEEKEMVREMLSESLQAV QB BCEGRVAAIRE T

TIWSABRKKTIDR DVFPAEEKEWMVRBMLSESLQ VISQpN MIGIEGRVAABIET TEMsPATRNLIRE|N
TIWSARNKTIDRIIDVFPAEEK MVRIESMLSESLQAVISQEN . I[PATRNLIRE[Y
TINSABRKKTIDR IDVFPAEEK MVREWMLSESLQAVISQEN . T[epPATRNLIREN
TIWSARNKTIDR IDVFPAEEK MVREWMLSESLQAVISQpN . T PATRNLIREN
TINSARNKTIDR IDVFPAEEK MVREWMLSESLQAVISQEN BNGIEGRVAABIET T{epsPATRNLIREN
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