
logo MNKTLKRQRVFRHTALYATAI LMFSHTGGGGGAMAQTHKQYAI IMNERKNQLPEVKGWKNDGQYNSQTSAI
LKDKDSRERKTF ISHYNTKSDQKRGNGSLG

NTDB id 1144429 C7S06 RS00320 WP 126317781.1 MNKTLKRRVFRHTALYTAILMFSHTGGGGGAMAQTHQYAIIMNERKQPEVKWKDQYNQSALKDKSRERTFSHTSQKNSLG 80
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGG.GGAMAQTHKYAIIMNERNQLEVKGNGQYST..IKDKDRERKFIYNKDRGG.. 75
consensus !!!!!!! !!!!!!!! !!!!!!!!!!*!!!!!!!! !!!!!!!! !*!!! !! ***!!! !!! ! * * **
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NTDB id 1144429 C7S06 RS00320 WP 126317781.1 ITSNFISFNNNDELVSQQSGTAVFGTATYLPPYGKVSGFDTAELNKRGNAVNWIHTTRPGLAGYGYTGIRCGSTKDCPKL 160
NTDB id 1090 CAA90909.1 1..3114( ) ..GGSVFFDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRS.NQCPQL 152
consensus ** * ! ! ! !!!!! !!!!!!!!!!!!!!!!!!!!! !*!! !!! !!!!! *!!!!!*!! * ! !* !! !

logo

T
VYEKTKRFSFDGNI

P
D
GLALKNTARGGSLDRHPTDEPSRENSP IYKLKDHYPWLGVSFNLGGSEGNTAVKDGKRSFSNSKL IVSSFDSEGNNSNNSNQNTI

LVSY
NTDB id 1144429 C7S06 RS00320 WP 126317781.1 TYKTRFSFDNPDLLKTRGGLDRHTEPSRENSPIYKLKDYPWLGVSFNLGGEGTAKDGRSSSKLVSSFDENNSNSNQNLVY 240
NTDB id 1090 CAA90909.1 1..3114( ) VYETKFSFDGIGLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGN..NNQTIVS 230
consensus ! !*!!!! * ! ! ! !!!!**!!!!!!!!!!!!!*!!!!!!!!!! ! ! !!!*! !!*!!! ! !** !! *!

logo TTERDGHRS I SLSDNWKQQREHTTAMAYYLNAKLHLLDKKGI EKDIATQGKTVDRLGTVLKRPRS IVDEAVKTTVQRNTGLRGSEGI
LLNFWASKTWDKI EKDKNGNQI

NTDB id 1144429 C7S06 RS00320 WP 126317781.1 TTEDHRISLSNWQQETTAMAYYLNAKLHLLDKKGIKDIT.GKTVRLGVLKPSIDVKTQNTGLSGILNFWSKWDIKDNGQI 319
NTDB id 1090 CAA90909.1 1..3114( ) TTRGHSISLSDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVR...RGELLNFWATWKIEDKGNI 307
consensus !! ! !!!! ! !*!!!!!!!!!!!!!!!!!!! !! *!!!! !! !*! ** *** *!!!! ! ! ! !*!

logo

P
TVKRLGLPEVKAGRC I

VNEKAPNPNKPNATKQAPSPALTAPALWFGPSVKQDNGKAVEQMYSASVSTYPDGSSSSR I FYLQENLKRTKRTDPAGKRPGR
NTDB id 1144429 C7S06 RS00320 WP 126317781.1 PVKLGLPEVKAGRCINEPNPNKNTQAPSPALTAPALWFGSVQNGKVQMYSASVSTYPGSSSSRIFLQELKTRTDPARPGR 399
NTDB id 1090 CAA90909.1 1..3114( ) TVRLGLPEVKAGRCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGR 387
consensus *!*!!!!!!!!!!!*! *!!!*! !!!!!!!!!!!!!!*! !! !!!!!!!!!! !!!!!!*!! !! *!!!**!!!

logo HSLAEATLDTETNQDNIKSREPNFNTGSRQTI
V IRLNPGGVRYER IAKLPDTRNNDTER I

VVGNFLNGNDGKNNDTFGIVYKDLRGLVETPDETVDSEWAKKVLLPWTV
NTDB id 1144429 C7S06 RS00320 WP 126317781.1 HSLAALDTQNIKSREPNFNSRQTVIRLPGGVYRIAPTR..DRIVGLNGNDGKNDTFGIYKDRLVTPEVDEWAKVLLPWTV 477
NTDB id 1090 CAA90909.1 1..3114( ) HSLETLTENDIKSREPNFTGRQTIIRLNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTV 467
consensus !!! ! * !!!!!!!! !!!*!!!*!!! ! * !** *! !!!!! !!!!!! !! ! !* !! !!!!!!!!

logo RGYFYAGDNDDNI
KFKATFNKQEPENNKNKQDSDNKKPKQYSQKYR I

SRTKEDDNNDKGKEPRDNLGDIVNSP ITVAVGEGYLATSANDGMVHI FKKQSTGGTDKQR
NTDB id 1144429 C7S06 RS00320 WP 126317781.1 RYYGNDDIFKTFNQPNNKKQSDKKQYSQKYRIRTKEDDNDKPRDLGDIVNSPITAVGGYLATSANDGMVHIFKKTGTDQR 557
NTDB id 1090 CAA90909.1 1..3114( ) RGFADDNKFKAFNKEENN..DNKPKYSQKYRSR...DNNKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKR 542
consensus ! ** ! !! !! * ! ** !* !!!!!! !***! ! *! !!!!!!!!! !!! !!!!!!!!!!!!!!! *! ! !
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NTDB id 1144429 C7S06 RS00320 WP 126317781.1 GYELKLSYIPGTMERKDIEGNDSDLAKELRAFAEQGYVGDRYGVDGGFVLRRITDDQDKQKHFFMFGAMGLGGRGAYALD 637
NTDB id 1090 CAA90909.1 1..3114( ) SYNLKLSYIPGTMPRKDIQNTESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDN.LNGQNRVFMFGAMGFGGRGAYALD 621
consensus ! !!!!!!!!!!*!!!! *! !!!**! !!! !!!!!!!!!!!!!!!!** * ! * !!!!!!! !!!!!!!!!

logo LTKAIDGSDNPTVAGVSLMFDVKQDNDNGKNNNKNNDGNSNRVEKLGYTVGTPQIGKTHQDNGKYAAFLASGYAATKDE I IVSTSGSDNKTTALYVYDLEKDG
NTDB id 1144429 C7S06 RS00320 WP 126317781.1 LTKID.SNPVGVSMFDVQNDKNNNKNDSNRVKLGYTVGTPQIGKTQNGKYAAFLASGYAAKDIVS.SDNTTALYVYDLKD 715
NTDB id 1090 CAA90909.1 1..3114( ) LTKADGSDPTAVSLFDVKDNG...NNGNNRVELGYTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEG 698
consensus !!! !*! ! *!!*!!! *** ! !!! !!!!!!!!!!!!!* !!!!!!!!!!!! !*!*** !! !!!!!!!!

logo
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L
P IAKKI EAVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSDQDKPQSEQWASVRTI FEGTKP ITSAPAI

VSQRLAK
NTDB id 1144429 C7S06 RS00320 WP 126317781.1 TL.GTPIAKIEAPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSDKPSEWAVRTIFEGTKPITSAPAVSRLA 794
NTDB id 1090 CAA90909.1 1..3114( ) NGTNNLIKKIEVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQLK 778
consensus * *! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! ! !!!!!!!!!!!!!!!!*! !

logo DKRVVI FGTGSDLSEEDVDVGNKMDEEQQYIYGI FDDDKTAGTGTGTTVKVTVNVFQNSDGSTGGGLLEQTVLRTKRDENDNKNTLFLSTDNNYKARSDGGSAGDNKG
NTDB id 1144429 C7S06 RS00320 WP 126317781.1 DKRVVIFGTGSDLSEEDVVGKDQQYIYGIFDDDKGTGTVKVTVQNGTGGGLLEQTLTKE..NNTLFLSNNKASGGSADKG 872
NTDB id 1090 CAA90909.1 1..3114( ) DKRVVIFGTGSDLSEEDVDNMEEQYIYGIFDDDTATTGT..VNFSDSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNKG 856
consensus !!!!!!!!!!!!!!!!!! * !!!!!!!!!! *! ** *!!!!!!! ! ****! !!!!* ! ! !!* !!

logo WVVKLKRDEGEQRVTVKPTVVLRTAFVTIHRKSYTGMTDKCGAEQTAI LG INTADGGAKLTKPKRSARP IVPDEAHNTASVAQYSGHKKGTTDNG
NTDB id 1144429 C7S06 RS00320 WP 126317781.1 WVVKLREGERVTVKPTVVLRTAFVTIRSYTGMDKCGAQTAILGINTADGGALTPRSARPIVPDHN.SVAQYSGHKKTTDG 951
NTDB id 1090 CAA90909.1 1..3114( ) WVVKLKDGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKGTNG 936
consensus !!!!!**! !!!!!!!!!!!!!!!!!* !!! !!!!! !!!!!!!!!!!! !!**!!!!!!!**!* !!!!!!!!! ! !

logo KS IVP IGCMQWKNSNSEKI
TVCPNGYVYDKPVNVRYLDEKKTDDGFPSTVTADGDAGGSGI
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NTDB id 1144429 C7S06 RS00320 WP 126317781.1 KSVPIGCMWKNSKTVCPNGYVYDKPVNVRYLDEKKTDDFPVTADGDAGGSGTFKEGKKPARNNRCFSGKGVRTLLMNDLD 1031
NTDB id 1090 CAA90909.1 1..3114( ) KSIPIGCMQKSNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLD 1016
consensus !!*!!!!! ! !!!!!!!!!!!!!!!!!!!!!!! !* !!!!!!!!!! * !!****!!!!!! !!!!!!!!!!!!
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logo SLDITGPMTCGI
MKR I

LSWREVFFYO
NTDB id 1144429 C7S06 RS00320 WP 126317781.1 SLDITGPMCGIKRLSWREVFF. 1052
NTDB id 1090 CAA90909.1 1..3114( ) SLDITGPTCGMKRISWREVFY* 1037
consensus !!!!!!! !!*!!*!!!!!!*
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X ≥ 50% conserved


