
logo MCTRKQQGFTL ITELL IV I
MAIAAIMATIALPNMSGWIASRR IASHAEQVANLLRFSRGEAVRLNLPVYICPAVQVKKDGATPVDN

NTDB id 1144394 C7S01 RS03085 WP 003690897.1 MCTRKQQGFTLIELLIVIAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPAQVKKDGTVD 80
NTDB id 1136 NGFG RS02420 WP 003687912.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPN 80
consensus !!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!! *

logo NQRCDFLGSKKEGQRGMLAFGDKNDGNKAYDGNDSTAVDVFLRNSVVLNDDI
T
D
KDKSR INYATFNHIAFGQSSTQRPSTADRVVWTFNQNGTFGYLSPS

NTDB id 1144394 C7S01 RS03085 WP 003690897.1 NQCDLGKKEQGMLAFGDKNDNKAYDGDSADVFLRNVVLNDDIKDKRINYTFNHIAFGQTRSTADRVVWTFNQNGTFGYSS 160
NTDB id 1136 NGFG RS02420 WP 003687912.1 NRCDFSKKGRGMLAFGDKNGNKAYDNDTVDVFLRSVVLND.TDDSRINYAFNHIAFGSSQPTADRVVWTFNQNGTFGYLP 159
consensus ! !! !! !!!!!!!!! !!!!! !* !!!!! !!!!!* ! !!!! !!!!!!! * *!!!!!!!!!!!!!!!!! *

logo DQRNLKDNNSKFVYSDGYIQIVLTDAKRAVSADAGDEKKFRSAVVL IDNSSGRVEVCPRKRNDRTRAVCKQH
NTDB id 1144394 C7S01 RS03085 WP 003690897.1 DRNLKNNSKFVYSDGYIQIVLTDAKAVSAGEKKFRSAVVLIDSSGRVEVCPRNDRRAVCQH 221
NTDB id 1136 NGFG RS02420 WP 003687912.1 DQNLKDNSKFVYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCRKNDTRAVCKH 220
consensus ! !!! !!!!!!!!!!!!!!!!!!*!!! **!!!!!!!!!! !!!!!!!!**!! !!!! !
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