logo

NTDB id 1144382 C7S01
NTDB id 1090 CAA90909.

consensus

logo

NTDB id 1144382 C7S01
NTDB id 1090 CAA90909.

consensus

logo

NTDB id 1144382 C7S01
NTDB id 1090 CAA90909.

consensus

logo

NTDB id 1144382 C7S01
NTDB id 1090 CAA90909.

consensus

logo

NTDB id 1144382 C7S01
NTDB id 1090 CAA90909.

consensus

logo

NTDB id 1144382 C7S01
NTDB id 1090 CAA90909.

consensus

logo

NTDB id 1144382 C7S01
NTDB id 1090 CAA90909.

consensus

RS00315 WP

115067289.

11..3114( )

RS00315 WP
1 1..3114(

RS00315 WP

115067289.
)

115067289.

11..3114( )

RS00315 WP
1 1..3114(

RS00315 WP

115067289.
)

115067289.

11..3114( )

RS00315 WP
1 1..3114(

RS00315 WP
1 1..3114(

115067289.
)

115067289.
)

JIECTALAL S TR AL OO i

MNKTLKRIJVFRHTALYAAILMFSHTGGGGAMAQTHKYAT IMNERIQIFEVKIINGQY[WKSY ~ KDRERKFIYJSMN pUSGQ
MNKTLKRNVFRHTALYAAILMFSHTGGGGAMAQTHKYAIIMNERNQ EVKENGQYSEMY KDRERKFIYINY [(eleium
11 |

rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrr rxld Pl sk kxsk DL * * %
V

%WMWWHMWMMMMM%%M}

FRYNIYDTLVS QQEGTAVFGTATYLPPYGKVSGFDWDEJLICERIANAIREWT TTIBJGLAGYAYT] RICIERARINCPIILN
FINNDTLVS QQIIGTAVFGTATYLPPYGKVSGFDIDELFRNN AW IET T GLAGYAYTH HcE MNCPELY
! LT T 1T sl * L oxx 111

S Y L

WM. AKIN GIILDRH SRENSPIYKLKD PWLGVSFNLGIEMTI\KDG SER LISSFPEN N
© [MLAKIN GELDRHJJ BSRENSPIYKLKDREIPWLGVSFNLGEENT\YKDG Si@ LISSFEEENEIN VT
* ] ]

A g e

*

7

2

—

=

3G INISLEYWEMRE TA AYYLNAKLHLLDKKGIED IWWNGKTVLGYL P \ES¥NNTGIY ELLNF WiW
RGERITSLNWISIFRITA AYYLNAKLHLLDKKGIEDIJIQGKTVNLGEL Pl FRRAINENT |51 1N FWigyW
Poxtrin Tt

ol LLL Pk | okok Kokk K e

WAL e RO SRR

GLPEVKAGRCHINKIZNPN NpKAPSPALTAPALWFGPV[ARGK\ANMYSA SSSSRI LQIILKpYNTDP PGRH
GLPEVKAGRCMNK NPNJZNINKAPSPALTAPALWFGPVIS)GKENAMYSAS SSSSRI LQWNLKIAYTDP PGRH
T e EEEEETIERE

Tl Txlx

— —— J

R e e e e s R
\ N T LN ALDINN\DE| VIDLCVE UADLIANLL! |
o R B R

TG bt YA e I L

INDRRAF KEAF NOIUNEK QRINK (0]Y SQKYRMR TKEDNNINSZRINL GDIVNSPIVAVEYLAT GMVH FKGUDMR
INDREAF KINF NG [N KEISY S QK YRR NMEDRNES] RINLGDIVNSPIVAVEAYLAT GMVH FKRGEDINRS
o ok Lx ! i oo

| I ok rrrrn | kx| | x| ]

'
4

==

80
76

160
153

240
231

319
308

399
388

477
468

557
543



logo

NTDB id 1144382 C7S01

NTDB id 1090 CAA90909.

consensus

logo

NTDB id 1144382 C7S01

NTDB id 1090 CAA90909.

consensus

logo

NTDB id 1144382 C7S01

NTDB id 1090 CAA90909.

consensus

logo

NTDB id 1144382 C7S01
NTDB id 1090 CAA90909
consensus

logo

NTDB id 1144382 C7S01

NTDB id 1090 CAA90909.

consensus

logo

NTDB id 1144382 C7S01
NTDB id 1090 CAA90909
consensus

<0

logo

NTDB id 1144382 C7S01
NTDB id 1090 CAA90909
consensus

RS00315 WP

RS00315 WP
1 1..3114(

RS00315 WP

RS00315 WP
.1 1..3114(

RS00315 WP

RS00315 WP
.1 1..3114¢(

RS00315 WP
.1 1..3114¢(

115067289.

11..3114( )

115067289.
)

115067289.

11..3114( )

115067289.
)

115067289.

11..3114( )

115067289.
)

115067289.
)

SKIL
S[AL
U

-EBEE
-E=

e

SCN

YIPGTMPR[ANEIBINIY
YIPGTMPRJSARR NN
1l ]

TNS\_

| Roeigrsm b0 s AGATHE IV DR ADL ot A g

kKK |

I

i

%k %k %k

BLAK

st S bl 1V

YA DY T VS FD VRPN NNINIEINRVISLGYTVGTPQIGKT NGKY
YA IDEEDIET vs FDVEORINNERNNR VLG Y TVGTPQIGKTEINGKYAAFLASGYARNK I
Il ! !

YD

IR L

RTFAEKGYVGDRYGVDGGEFVLR  Dphmesfe
I T

g L Ve

*x 11

VTS
155

AAFLASGYARK I B
S[e

PEELELIIL k] kkx

Wl

s

1]

[

JeA

DNQWTALYVY]
DNIATALYVY]
1

it

[

WLAK RTFAEKGYVGDRYGVDGGFVLR [¥¥D{INYQ)§:83FMF GAMGIRGGRGA
| WFMFGAMGIJGGRGA
!

DLRGNG [ENLIKKIEMPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSPERPIYWSVETIFEGKPITSAPA
DLEGNG WWLIKKIEWYPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDL SEIMYPAWSVIITIFEGIKPITSAPA

NI

]

R

;i

|

s

N

BDKRVVIFGTGSDLSEED Vi A&}

[ O R A B B B A A | *

AL

Y

i)

RKGWRIVKLINEGIIRVTVKPTVVLRTAFVTI KY)qgy
NKGWYVKLEGNRVTVKPTVVLRTAF VT IEIK YPNGP

Y

N
A

EXEGKS P IGCMUKISY YN

IMIGKS PIGCM[NK

* 1

e oL el LEL o).

QEERTEEBDBKAANN VN AFR GV LESERRANHAT QR . .
IADKRVVIFGTGSDLSEEDVIY [BQYIYGIFDDDINAINNENRSINEDEGEGLLEQ L3
Il ! * !

AT

€CGAETAILGINTADGGH

ISCGAETAILGINTADGG]
I

Al

BIUKRSDGSG

MKRSDGSG
* LI

EATAAD

Tl SARPIVPEANTAVAQYSGHKKpN

L
LT SARPIVPEANTAVAQYSGHKK[Y

i LV VARIIERTL LR S T AR FA L

AU

DLDSLDITGPRICG KR SWREVE P

DLDSLDITGPINCG KR SWREVE [

iy

Rk

CPNGYVYDKPVNVRYLDEKKTDIY

V
IV CPNGYVYDKPVNVRYLDEKKTD{&
] N

1054
1037

I x

INTADGDAGGS GG K

IITADGDAGGSGhNY JaGK I3

NNRCFS[&
NNRCF S[N]

*

KGVRTLLMN

KGVRTLLMN
[

637
617

716
694

795
774

871
853

950
933

1030
1013



(> S

non conserved
similar
>50% conserved



