logo

NTDB id 1144374 C7R99 RS10565 WP 003687004.

NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 1144374 C7R99 RS10565 WP 003687004.

NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 1144374 C7R99 RS10565 WP 003687004.

NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 1144374 C7R99 RS10565 WP 003687004 .

NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 1144374 C7R99 RS10565 WP 003687004.

NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 1144374 C7R99 RS10565 WP 003687004.

NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

L T T T e e e T O O B

) WL AR ELRASCA DL LR LN R L (AT AL

GDMGMEATEYLMKDVRMRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY]
GDMGMEATEYLMKDVR{ERVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY]
PELL L e rrrrrrrrrrrrrrrrrrrnt

KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI
KKVKRVLQKAIPGAPHEIIVVLDANIGQONAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI

RN

DDLRPFDARAFVDALLD 417
DDLRPFDARAFVDALLD 417
(T T T T Y A A A

K non conserved
B similar
>50% conserved

80

160
160

240
240

320
320

400
400



