
logo MKI F IHLPTWLGDATVMASPALYTIKEHFKDAQF I LYGSFVSTALFKEFPNSKI I I ENKLSRYKQALSLRKELGKIDLSFAFRSAF
NTDB id 114432 CJH RS05680 WP 041160151.1 MKIFIHLPTWLGDAVMASPALYTIKEHFKDAQFILYGSFVSTALFKEFPNSKIIIENKLSRYKQALSLRKELGKIDLSFAFRSAF 85
NTDB id 1241 Cj1148 YP 002344539.1 MKIFIHLPTWLGDTVMASPALYTIKEHFKDAQFILYGSFVSTALFKEFPNSKIIIENKLSRYKQALSLRKELGKIDLSFAFRSAF 85
consensus !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SSKI I LHI LKTKQRYFFDKNKHYKEEHQVLKYLYF I ENSLGS IKAHFKDLKLPFKLKFQNPL I LRNGKKI LGLNPGASFGSAKRWDA
NTDB id 114432 CJH RS05680 WP 041160151.1 SSKIILHILKTKQRYFFDKNKHKEEHQVLKYLYFIENSLGIKAHFKDLKLPFKLKFQNPLILRNGKKILGLNPGASFGSAKRWDA 170
NTDB id 1241 Cj1148 YP 002344539.1 SSKIILHILKTKQRYFFDKNKYKEEHQVLKYLYFIENSLSIKAHFKDLKLPFKLKFQNPLILRNGKKILGLNPGASFGSAKRWDA 170
consensus !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SYFAKVALNFSQSHDE I L I FGAGKAEQELCNE IYQI LKEQNIKVKNLCNKTTIKTLCQNIAFCDLF ITNDSGPMHI
LSAVYKI

VKTVA
NTDB id 114432 CJH RS05680 WP 041160151.1 SYFAKVALNFSQSHEILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFITNDSGPMHISAVYKIKTVA 255
NTDB id 1241 Cj1148 YP 002344539.1 SYFAKVALNFSQSHDILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFITNDSGPMHLSAVYKVKTVA 255
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!

logo I FGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVI
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NTDB id 114432 CJH RS05680 WP 041160151.1 IFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEVILKAIQNLINI... 316
NTDB id 1241 Cj1148 YP 002344539.1 IFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVIEQAKNLLKNSHL 319
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ** !!* ***
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