
logo MCTRKQQGFTLTELL IVMAIAAIMATIALPNMSGWIASRR IASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPSN
NTDB id 1144300 C7S08 RS03150 WP 106167105.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGASN 80
NTDB id 1136 NGFG RS02420 WP 003687912.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPN 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo NRCDFSKKGRWGMLAFGDKNDGNKAYDGNDATTVDVFLRRSVVLNDTDDSR INYAFNHIAFGQSSTQRPSTADRVVWTFNQNGTFGYLPD
NTDB id 1144300 C7S08 RS03150 WP 106167105.1 NRCDFSKKGWGMLAFGDKNDNKAYDGDATDVFLRRVVLNDTDDSRINYAFNHIAFGQTRSTADRVVWTFNQNGTFGYLPD 160
NTDB id 1136 NGFG RS02420 WP 003687912.1 NRCDFSKKGRGMLAFGDKNGNKAYDNDTVDVFLRSVVLNDTDDSRINYAFNHIAFGSSQPTADRVVWTFNQNGTFGYLPD 160
consensus !!!!!!!!! !!!!!!!!! !!!!! ! !!!!! !!!!!!!!!!!!!!!!!!!!! * *!!!!!!!!!!!!!!!!!!!!

logo QNLKDNNSKFVYSDGYIQIVLTDARAVSDADKRKFRSAVVL INSSGRVEVCRKNDTRAVCKH
NTDB id 1144300 C7S08 RS03150 WP 106167105.1 QNLKNNSKFVYSDGYIQIVLTDARAVSDADRKFRSAVVLINSSGRVEVCRKNDTRAVCKH 220
NTDB id 1136 NGFG RS02420 WP 003687912.1 QNLKDNSKFVYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCRKNDTRAVCKH 220
consensus !!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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