
logo MNTLQKGFTL I ELMIV IA IVGI LAAVAMLPTADYPQDSYRTLARRAGQNVDSEAI LLAEGQKSAVTEYYLNHGKIWPKEDNNTSAGVASAPSPSTTDI
NTDB id 1144284 WHOZ RS12315 WP 115304478.1 ...........................MPTDPDSRL.RGNDEAILLAEGQKSAVTEYYLNHGIWPENNTSAGVASSPTDI 52
NTDB id 1109 OK783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVASA.STI 79
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVASPPTDI 80
consensus ****************************!***!********!!!!!!!!!!!!!!!!!!!!!*!!**!!!!!!!! ***!

logo KGKYVEKQEKSVTEVKANKGVVTATQML
ASSTGVNNKE IQKGDKRKLSLWGARKRQEDNGSVKWFCGQPVKTRTAGDNDADNADTKDADVATVDTVAKDDAGKNDKNEAI EDTKHLPSTC

NTDB id 1144284 WHOZ RS12315 WP 115304478.1 KGKYVESVTVAKGVVTAQMASTGVNKEIKDKRLSLWAKRENGSVKWFCGQPVKRADNAAKDAVTADAKDAIETKHLPSTC 132
NTDB id 1109 OK783 RS10670 WP 157147416.1 KGKYVQKVEVAKGVVTAQMASTGVNKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDND..DTVADANNAIDTKHLPSTC 157
NTDB id 1119 NGFG RS11465 WP 017147169.1 KGKYVKEVEVKNGVVTATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDDT..VADAKDGKEIDTKHLPSTC 158
consensus !!!!! !*!**!!!!!*!*!*!!!*!!**!*!!!!**!**!!!!!!!!!!!*!*** !** *!*!!!!!!!!

logo RDEKNAFSDSDAASTK
NTDB id 1144284 WHOZ RS12315 WP 115304478.1 RDNFDAS. 139
NTDB id 1109 OK783 RS10670 WP 157147416.1 RDESSAT. 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 RDKASDAK 166
consensus !! ***
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