
logo MNKTLKRQVFRHTALYAAI LMFSHTGGGGGGGAMAQTHREKYAI IMNEGRNQLPEVKGSNSGVPQYSPTIKDKDREKRKFYI
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NTDB id 1144279 WHOZ RS11285 WP 115304474.1 MNKTLKRQVFRHTALYAAILMFSHTGGGGGGGAMAQTREYAIIMNGRNQPEVKSSVPY.PIKDKDRKRKYTHQNTRGGGG 79
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGG...GGAMAQTHKYAIIMNERNQLEVKGNGQYSTIKDKDRERKFIYNKDRGGGG 77
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!***!!!!!!!* !!!!!! !!!*!!! *!**!!!!!! !!* ** !!!!!

logo SVFSFDNSTDETLVSQQRSGTAVFGTATYLPPYGKVSGFDATDGRLKQEKRANNAVDWIHRTTQRAIAGLAGYASYATDVI
VCRS INTGQCPKQLVYEKT

NTDB id 1144279 WHOZ RS11285 WP 115304474.1 SVSFDNSDELVSQQSGTAVFGTATYLPPYGKVSGFDTDRLKERANAVDWIRTTRIALAGYSYADVVCRSITGCPKLVYKT 159
NTDB id 1090 CAA90909.1 1..3114( ) SVFFDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRS.NQCPQLVYET 156
consensus !! !!!*! !!!!! !!!!!!!!!!!!!!!!!!!!! ! ! ! !!!!!!*!! *!!!! ! !!*!!!* !! !!! !

logo

K
RFSFDGNI

P
D
GLALKNTARGGSLDRHYPTDEPSSRENSP IYKLKDHPWLGVSFNLGSSENTVKDGKRLSFSNKL I SSFSEGNNNQTIVSTTERDGHRPS

NTDB id 1144279 WHOZ RS11285 WP 115304474.1 RFSFDNPDLLKTRGGLDRYTESSRENSPIYKLKDHPWLGVSFNLSSENTVKDGRLSNKLISSFSEGNNNQTIVSTTEDRP 239
NTDB id 1090 CAA90909.1 1..3114( ) KFSFDGIGLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGNNNQTIVSTTRGHS 236
consensus *!!!! * ! ! ! !!!****!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!* !!!!!!!!!!!!!!!!!!!! **

logo I SLGSDSWKQREHTAMVAYYLNAKLHLLDKKGQI EKDIAQGKTVDRLGTVLKRPRS IVDEAVRTQVGRNRTGLGVEGLLGNFHWATWDKI EKDKTGNQIPTVKRLGL
NTDB id 1144279 WHOZ RS11285 WP 115304474.1 ISLGDSQREHTAVAYYLNAKLHLLDKKQIKDIAQGKTVRLGVLKPSIDVRQGNTGLVGLLGFHATWDIKDTGQIPVKLGL 319
NTDB id 1090 CAA90909.1 1..3114( ) ISLSDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVRR...GELLNFWATWKIEDKGNITVRLGL 313
consensus !!! ! !!!!!*!!!!!!!!!!!!!! ! !!!!!!!! !! !*! ** *** !! !*!!! ! ! !*!*!*!!!

logo PEQVKAGRC I
VNKAPNPNPKNASKALPSPALTAPALWFGPVKQDNGKAVEQMYSASVSTYPDSSSSKR I FYLQNLKSRKNDTDKPGNKPGRHYSLEKPTL

NTDB id 1144279 WHOZ RS11285 WP 115304474.1 PQVKAGRCINKPNPNPKS.ALSPALTAPALWFGPVQNGKVQMYSASVSTYPDSSSSKIFLQNLSRNDDKNKPGRYSLKPL 398
NTDB id 1090 CAA90909.1 1..3114( ) PEVKAGRCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHSLETL 393
consensus ! !!!!!!*!!*!!!! *!*!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!*!*!!!! ! !* !!!!*!! *!

logo

R
TENDE IKSKREPNRFNTGRQTI

V IRLDNGSGVQREL IKLDNGRNSKNDTEVVI
NFNGNDTGNNDGTFGIVKDEALGNVENFPDATDSEWKKVLLPWTVRGFPAGDND

NTDB id 1144279 WHOZ RS11285 WP 115304474.1 RENEIKSKEPRFNGRQTVIRLDSGVQLIKLNGSKDEVVIF.GNTGNNGTFGIVKEANVNFDADEWKKVLLPWTVRGPGND 477
NTDB id 1090 CAA90909.1 1..3114( ) TENDIKSREPNFTGRQTIIRLNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVRGFADD 473
consensus !!*!!!*!! ! !!!!*!!! !! !!! !!! !*!! !!! !!!!!!* ! *! !!!!!!!!!!!!!** !

logo

D
NKFKASFINKREEPNNDNKGPKYSQKRYR I

SRDNNKNGENRDNLGDIVNSP IVAVGEGYLATASANDGMVHI FKKQNSGGSDEKRSYNLKLSYIP
NTDB id 1144279 WHOZ RS11285 WP 115304474.1 DKFKSINREP.....GKYSQRYRIRD..NGNRDLGDIVNSPIVAVGGYLATAANDGMVHIFKKNGGSDERSYNLKLSYIP 550
NTDB id 1090 CAA90909.1 1..3114( ) NKFKAFNKEENNDNKPKYSQKYRSRDNNKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGG.DKRSYNLKLSYIP 552
consensus !!! !*!*******!!!!*!! !!** ! ! !!!!!!!!!!!!! !!!! !!!!!!!!!! !!*! !!!!!!!!!!!



logo GTMPRKQDYFIDQNDTTSALKDESTLAKDELVRTFAEKGYVGDRYGVDGGFVLRKQVDNLNGQDNRVFMFGAMGFLGGRGAYALDLSTKATDNG
NTDB id 1144279 WHOZ RS11285 WP 115304474.1 GTMPRQYFDNDTSALKDSTLAKELRTFAEKGYVGDRYGVDGGFVLRQV.NLNGQDRVFMFGAMGLGGRGAYALDLSKTNG 629
NTDB id 1090 CAA90909.1 1..3114( ) GTMPRKDIQNT.....ESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDNLNGQNRVFMFGAMGFGGRGAYALDLTKADG 627
consensus !!!!! ! ******!!!!!**!!!!!!!!!!!!!!!!!!!!!! !*!!!!! !!!!!!!!! !!!!!!!!!!*! !

logo

N
S
D
YPATAAVPSLFDVKDNGNDGKNNGKNNRVEVELGYTVGTPQIGKTHQDNGKYAAFLASGYAATKDE I IGTSGDNKTTALYVYDLEGNGSTGNNSL I

NTDB id 1144279 WHOZ RS11285 WP 115304474.1 NYPAAAPLFDVKNGDKNGKNRVEVELGYTVGTPQIGKTQNGKYAAFLASGYAAKDI.GSGDNTTALYVYDLE.NGSGSLI 707
NTDB id 1090 CAA90909.1 1..3114( ) SDPTAVSLFDVKDNGNNGNNR..VELGYTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEGNGTNNLI 705
consensus ! ! *!!!!! !! !!**!!!!!!!!!!!!!!!* !!!!!!!!!!!! !*!* !!!! !!!!!!!!!*!!* !!

logo KKI EAVPDGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSDSNQDPNQKQWSVRTI FEGRTKP ITSAPAI
VSQRLAKDKRVVI F

NTDB id 1144279 WHOZ RS11285 WP 115304474.1 KKIEAPDGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSDNDPNKWSVRTIFEGRKPITSAPAVSRLADKRVVIF 787
NTDB id 1090 CAA90909.1 1..3114( ) KKIEVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQLKDKRVVIF 785
consensus !!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!* !!!!!!!!! !!!!!!!!*! ! !!!!!!!

logo GTGSDLSEEDVDVDNMTEKEQYIYGI FDDDKTAGTTVGKTVTVNVFQNSDGSTGGGLLEQVLKRERDENDNKTLFLTDNYKERSDGSGNSKGWVVKLKDEGQ
NTDB id 1144279 WHOZ RS11285 WP 115304474.1 GTGSDLSEEDVVDTKEQYIYGIFDDDKGTVKVTVQNGTGGGLLEQVLKEEN..KTLFL..NKESDGSGSKGWVVKLKEGQ 863
NTDB id 1090 CAA90909.1 1..3114( ) GTGSDLSEEDVDNMEEQYIYGIFDDDTATTGTVNFSDSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNKGWVVKLKDGQ 865
consensus !!!!!!!!!!! !!!!!!!!!!! *! *!!!!!!!!!* *!**!!!!!** ! !!!!! !!!!!!!!*!!

logo RVTVKPTVVLRTAFVTIHRKYNTDGTDGGKCGAETAI LG INTADGGAKLTKPKRSARP IVPEANKTADVAQYSGHKKTGTSTKNGKS IP IGCMEQ
NTDB id 1144279 WHOZ RS11285 WP 115304474.1 RVTVKPTVVLRTAFVTIRKYND.GGCGAETAILGINTADGGALTPRSARPIVPEANKDVAQYSGHKTTSKGKSIPIGCME 942
NTDB id 1090 CAA90909.1 1..3114( ) RVTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKGTNGKSIPIGCMQ 945
consensus !!!!!!!!!!!!!!!!!*!! * !!!!!!!!!!!!!!!! !!**!!!!!!!!!! !!!!!!!! * !!!!!!!!!

logo KGSGNEKI
TVCPNGYVYDKPVNVRYLDEKTEKTDGFSTTADGDAGGSGIDPAGKRRPSGKNNRCFSKQKGVRTLLMNDLDSLDITGPMTC

NTDB id 1144279 WHOZ RS11285 WP 115304474.1 KGGKTVCPNGYVYDKPVNVRYLDETETDGFSTTADGDAGGSGIDPAGRRPGKNNRCFSKKGVRTLLMNDLDSLDITGPMC 1022
NTDB id 1090 CAA90909.1 1..3114( ) KSNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTC 1025
consensus ! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!! !!!!!!!!!!!!!!!!!!! !
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NTDB id 1144279 WHOZ RS11285 WP 115304474.1 GIKRLSWREVFF. 1034
NTDB id 1090 CAA90909.1 1..3114( ) GMKRISWREVFY* 1037
consensus !*!!*!!!!!!*
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