
logo MNKTLKRQVFRHTALYAAI LMFSHTGGGGGGGAMAQTHREKYAI IMNEGRNQLPEVKGSNSGVPQYSPTIKDKDREKRKFYI
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NTDB id 1144239 WHOZ RS00340 WP 115304451.1 MNKTLKRQVFRHTALYAAILMFSHTGGGGGGGAMAQTREYAIIMNGRNQPEVKSSVPY.PIKDKDRKRKYTHQNTRGGGG 79
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGG...GGAMAQTHKYAIIMNERNQLEVKGNGQYSTIKDKDRERKFIYNKDRGGGG 77
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!***!!!!!!!* !!!!!! !!!*!!! *!**!!!!!! !!* ** !!!!!

logo SVFSFDNSTDETLVSQQRSGTAVFGTATYLPPYGKVSGFDATDGRLKQEKRANNAVDWIHRTTQRAIAGLAGYASYATDVI
VCRS INTGQCPKQLVYEKT

NTDB id 1144239 WHOZ RS00340 WP 115304451.1 SVSFDNSDELVSQQSGTAVFGTATYLPPYGKVSGFDTDRLKERANAVDWIRTTRIALAGYSYADVVCRSITGCPKLVYKT 159
NTDB id 1090 CAA90909.1 1..3114( ) SVFFDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRS.NQCPQLVYET 156
consensus !! !!!*! !!!!! !!!!!!!!!!!!!!!!!!!!! ! ! ! !!!!!!*!! *!!!! ! !!*!!!* !! !!! !

logo

K
RFSFDGNI

P
D
GLALKNTARGGSLDRHYPTDEPSSRDENSP IYKLKDHYPWLGVSFNLGASEGNTAVKDGKSVFTNKL IVSSFDSEGNNSNNSNQNTI

LVSYTTERG
NTDB id 1144239 WHOZ RS00340 WP 115304451.1 RFSFDNPDLLKTRGGLDRYTESSRDNSPIYKLKDYPWLGVSFNLGAEGTAKDGKVTNKLVSSFDENNSNSNQNLVYTTEG 239
NTDB id 1090 CAA90909.1 1..3114( ) KFSFDGIGLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGN..NNQTIVSTTRG 234
consensus *!!!! * ! ! ! !!!****!!*!!!!!!!!!*!!!!!!!!!! ! ! !!!! !!!*!!! ! !** !! *! !! !

logo HNS I SLGSDNWKQREHTAMVAYYLNAKLHLLDKKGQI EKDIAQGKTVDRLGTVLKRPRS IVDEAVRTQVGNTGRLRAGEGLLGNFHWATWDKI EKDKTGNQIPTVKRL
NTDB id 1144239 WHOZ RS00340 WP 115304451.1 HNISLGNWQREHTAVAYYLNAKLHLLDKKQIKDIAQGKTVRLGVLKPSIDVRQGNTGLAGLLGFHATWDIKDTGQIPVKL 319
NTDB id 1090 CAA90909.1 1..3114( ) HSISLSDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATV...RRGELLNFWATWKIEDKGNITVRL 311
consensus ! !!! ! !!!!!*!!!!!!!!!!!!!! ! !!!!!!!! !! !*! ** *** * !! !*!!! ! ! !*!*!*!

logo GLPEQVKAGRCTVNAKAHNPNPKNAVKAPLPSPALTAPALWFDGPAVKQDNGKAVEQMYSASVSTYPDGSSSSR I FYLQENLKRTKTDPGKRPGRHSLAE
NTDB id 1144239 WHOZ RS00340 WP 115304451.1 GLPQVKAGRCTNAAHPNPKVKPLSPALTAPALWFDPAQNGKVQMYSASVSTYPGSSSSRIFLQELKTKTDPGRPGRHSLA 399
NTDB id 1090 CAA90909.1 1..3114( ) GLPEVKAGRCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHSLE 391
consensus !!! !!!!!! ! !*!!! !**!!!!!!!!!!! ! !! !!!!!!!!!! !!!!!!*!! !! !!!!!*!!!!!!

logo

A
TLNTENRDIKSREPNFNTGSRQTI

V IRLNPGGVRYER IAKLPDGRNNSGTERVAVGNFNDGNDGKNNDTFGIVYKDLRGLVEIPDEPTDSEWKSEKVLLPWTAVRGYFYAG
NTDB id 1144239 WHOZ RS00340 WP 115304451.1 ALNERDIKSREPNFNSRQTVIRLPGGVYRIAPG.NSGRVAGFNDNDGKNDTFGIYKDRLVIPEPDEWSEVLLPWTARYYG 478
NTDB id 1090 CAA90909.1 1..3114( ) TLTENDIKSREPNFTGRQTIIRLNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVRGFA 471
consensus ! ! !!!!!!!!! !!!*!!!*!!! ! * *! ! !! !!! !!!!!! !! ! !** !! !!!!!! ! **

logo

D
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KFKATFNKQEPENNKNKQDSDNKKPKQYSQKYR I
SRTKEDDNNDKGKEPRDNLGDIVNSP ITVAVGEGYLATASANDGMVHI

LFKQRNSGGTDKQRGSYENL
NTDB id 1144239 WHOZ RS00340 WP 115304451.1 NDDIFKTFNQPNNKKQSDKKQYSQKYRIRTKEDDNDKPRDLGDIVNSPITAVGGYLATAANDGMVHLFKRNGTDQRGYEL 558
NTDB id 1090 CAA90909.1 1..3114( ) DDNKFKAFNKEENN..DNKPKYSQKYRSR...DNNKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRSYNL 546
consensus ! !! !! * ! ** !* !!!!!! !***! ! *! !!!!!!!!! !!! !!!! !!!!!!!*!! ! ! ! ! !



logo KLSYIPGTMPRKQDYFIDQNDTTSALKDESTLAKQDELVRTFAEKGYVGDRYGVDGGFVLRKR I
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NTDB id 1144239 WHOZ RS00340 WP 115304451.1 KLSYIPGTMPRQYFDNDTSALKDSTLAQELRTFAEKGYVGDRYGVDGGFVLRRITDDQDRQKHFFMFGAMGLGGRGAYAL 638
NTDB id 1090 CAA90909.1 1..3114( ) KLSYIPGTMPRKDIQNT.....ESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDN.LNGQNRVFMFGAMGFGGRGAYAL 620
consensus !!!!!!!!!!! ! ******!!!! **!!!!!!!!!!!!!!!!!!!!!!** * ! * !!!!!!! !!!!!!!!

logo DLTKAIDGNSDNLPTAGVSLMFDVKDNENGSNNGKNNGRVEKLGYTVGTPQIGKTHRDSGKYAAFLASGYAATKDE I IGTSGDNKTTALYVYDLEGGNGT
NTDB id 1144239 WHOZ RS00340 WP 115304451.1 DLTKIDNSNLTGVSMFDVKNES..KNNGVKLGYTVGTPQIGKTRSGKYAAFLASGYAAKDI.GSGDNTTALYVYDLG.NT 714
NTDB id 1090 CAA90909.1 1..3114( ) DLTKADGSDPTAVSLFDVKDNGNNGNNRVELGYTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEGNG 700
consensus !!!! ! ! *!*!!*!!!! ** !! ! !!!!!!!!!!!!!* !!!!!!!!!!!! !*!* !!!! !!!!!!!! *!

logo

L
T
G
N
N
TL IAKKIDEVPGGKGGLSSPTLVDKDLDGI

TVDIAYAGDRGGNMYRFDLSNSQSDPSQSKQWSAVKRTVI FEGDTKP ITSAPAI
VSQRLAKDK

NTDB id 1144239 WHOZ RS00340 WP 115304451.1 LGTLIAKIDVPGGKGGLSSPTLVDKDLDGIVDIAYAGDRGGNMYRFDLSNSDSSKWSAKVIFEGDKPITSAPAVSRLADK 794
NTDB id 1090 CAA90909.1 1..3114( ) TNNLIKKIEVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQLKDK 780
consensus !! !!*!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !* !! * !!!! !!!!!!!!*! ! !!

logo RVVI FGTGSDLSEEQDVDLDNMTEKEQYIYGI FDDDKTAATNTGNTVNVANSFRGSDVLSGGSGLLEQHVLRTQRDENDNKTLFLTDNYKRSDGSGNSKGWAVV
NTDB id 1144239 WHOZ RS00340 WP 115304451.1 RVVIFGTGSDLSEQDVLDTKEQYIYGIFDDDKAANNVNASRGVLGSGLLEQHLTQE..NKTLFL..NKRSDGSGSKGWAV 870
NTDB id 1090 CAA90909.1 1..3114( ) RVVIFGTGSDLSEEDVDNMEEQYIYGIFDDDTATTGTVN.FSDSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNKGWVV 859
consensus !!!!!!!!!!!!! !! !!!!!!!!!!! ! * ! !!!!!*! ***!!!!!!** !!!!!!! !!! !

logo KLKTDGGQRRVTVKPTVVLRTAFVTIHRKYKTGDTDGKCGAETAI LG INTADGGAKLTKPKRSARP IVPDEANNTAQVAQYSGHKQKGMTNGKS IV
NTDB id 1144239 WHOZ RS00340 WP 115304451.1 KLTGGRRVTVKPTVVLRTAFVTIRKYK.DDGCGAETAILGINTADGGALTPRSARPIVPDN..QVAQYSGHQK.MNGKSV 946
NTDB id 1090 CAA90909.1 1..3114( ) KLKDGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKGTNGKSI 939
consensus !! ! !!!!!!!!!!!!!!!!!*!! * ! !!!!!!!!!!!!!!!! !!**!!!!!!!* ** !!!!!!! !* !!!!*

logo P IGCMQWKNSGNEKI
TVCPNGYVYDKPVNVRYLDEKKTDDGFPSTVTADGDAGGSGI
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EGKKRPSAGKRNNRCFSGQKGVRTLLMNDLDSLD

NTDB id 1144239 WHOZ RS00340 WP 115304451.1 PIGCMWKNGKTVCPNGYVYDKPVNVRYLDEKKTDDFPVTADGDAGGSGTFKEGKKPARNNRCFSGKGVRTLLMNDLDSLD 1026
NTDB id 1090 CAA90909.1 1..3114( ) PIGCMQKSNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLD 1019
consensus !!!!! ! !!!!!!!!!!!!!!!!!!!!!!! !* !!!!!!!!!! * !!****!!!!!! !!!!!!!!!!!!!!!
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logo ITGPMTCGI
MKR I

LSWREVFFYO
NTDB id 1144239 WHOZ RS00340 WP 115304451.1 ITGPMCGIKRLSWREVFF. 1044
NTDB id 1090 CAA90909.1 1..3114( ) ITGPTCGMKRISWREVFY* 1037
consensus !!!! !!*!!*!!!!!!*



X non conserved

X similar

X ≥ 50% conserved


