
logo MNTLQKGFTL I ELMIV IA IVGI LAAVAMLPTARYLQDSYRTLARRAGQNVDSEAI LLAEGQKSAVTGEYYLNHGI
K
TWPEKNDNTSAGVASAPSPSTTDI

NTDB id 1144131 C7R98 RS10265 WP 115115831.1 ...........................MPTRLDSRL.RGNDEAILLAEGQKSAVTGYYLNHGTWPKDNTSAGVASSPTDI 52
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVASPPTDI 80
NTDB id 1109 OK783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVASA.STI 79
consensus ****************************!***!********!!!!!!!!!!!!!!*!!!!!! !!**!!!!!!!! ***!

logo KGKYVKQEKSVTEVKANKGVVTAKQTMAKLSDSTGVNNKE IQKDGKKLSLWGARKRQENDGSVKWFCGQPVQTRTAGDADDKNADTVDATDVADAADKADNAGNKNAEGINDTKHLPSTC
NTDB id 1144131 C7R98 RS10265 WP 115115831.1 KGKYVQSVTVAKGVVTAKMKSDGVNKEIKGKKLSLWAKREDGSVKWFCGQPVQRADAKADTVADAANANGINTKHLPSTC 132
NTDB id 1119 NGFG RS11465 WP 017147169.1 KGKYVKEVEVKNGVVTATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDDTVAD..AKDGKEIDTKHLPSTC 158
NTDB id 1109 OK783 RS10670 WP 157147416.1 KGKYVQKVEVAKGVVTAQMASTGVNKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDNDDTV..ADANNAIDTKHLPSTC 157
consensus !!!!!* !*!**!!!!! ! !*!!!*!!**!!!!!!**!**!!!!!!!!!!!*!*** *** ! ***!*!!!!!!!!

logo RDEKAHSSADATK
NTDB id 1144131 C7R98 RS10265 WP 115115831.1 RDKHSDT. 139
NTDB id 1119 NGFG RS11465 WP 017147169.1 RDKASDAK 166
NTDB id 1109 OK783 RS10670 WP 157147416.1 RDESSAT. 164
consensus !!* !**
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