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INRVVLVGRLTRKDVPDELRYTSPSNGI

AASVAGTRTFSTLMVAVNRQTFSTNAQNQSGDEKREADF I SNCVAITWRRKSQAENFLVANFLMTKKGSLAIVGVEDGR I
LQTGRSNYEGNQ

NTDB id 114402 T479 RS22580 WP 024364645.1 MINRVVLVGRLTKDPELRYTPNGIASTRFTVAVNRTFSNQQGEKEADFISCVAWRKQAENLANFMKKGSLIGVEGRIQTGSYEGQ 85
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNYENQ 85
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNYENQ 85
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QGKQRVFYTVTDEVQVVAEDNSFVSQLFLESPKRNSTTGTGEGAQSGPRAQSGSDNGQAYGSQGGNQFSYNESGNNQYASGNSGGQSPQSYFYGGGQNPDQNQSGPQYFTGSGAMPQQGSFGGGASYQQPNQNPQNPTGMQRNAQRNPANQAGYTN

NTDB id 114402 T479 RS22580 WP 024364645.1 DGKRVYTTDVVADSVQFLEPRSGGGAPASNQYGGQS...YANSQPSYGGGQPQQQYGGAMPQQGSFGGGASYQQNQPPMNQPNYT 167
NTDB id 113 BSU 40900 NP 391970.1 QGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGG................NQNNQRRNQGN 149
NTDB id 624 LCA RS00040 WP 011373726.1 QGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTS................PQQTGNAPAAN 147
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logo

N
R
S

F
T
V

D
N
Q

A
D
EDPFANDNSKGGKQAP I EDVI SEDDDLPF

NTDB id 114402 T479 RS22580 WP 024364645.1 RVDEDPFANSKGPIEVSEDDLPF 190
NTDB id 113 BSU 40900 NP 391970.1 SFNDDPFANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 NTQADPFANNGQAIDISDDDLPF 170
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