
logo MNTLQKGFTL I ELMIV IA IVGI LAAVAMLPTADYPQDSYRTLARRAGQNVDSEAI LLAEGQKSAVTEYYLNHGI
KWPKENDNGTNSAGVASPAPSDSTDKTI

NTDB id 1143994 C7S05 RS12835 WP 106278828.1 ...........................MPTDPDSRL.RGNDEAILLAEGQKSAVTEYYLNHGKWPEDNGNAGVASASDKI 52
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVASPPTDI 80
NTDB id 1109 OK783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVASA.STI 79
consensus ****************************!***!********!!!!!!!!!!!!!!!!!!!!!*!!**!**!!!!!* * !

logo KGKYVKQEKVEVKANKGVVTAEQTMAKLPSTSGVNKNE IQKDGKKLSLWAGKRRQEDNGSVKWFCGQPVKTRAGTGDNDADNANDTDDVTADKVDAKDDAAGNDKNAEKIDTKHLPST
NTDB id 1143994 C7S05 RS12835 WP 106278828.1 KGKYVQKVEVAKGVVTAEMKPSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVKRGDNAANDDVAKDDAADKIDTKHLPST 132
NTDB id 1119 NGFG RS11465 WP 017147169.1 KGKYVKEVEVKNGVVTATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDD...TVADAKDGKEIDTKHLPST 157
NTDB id 1109 OK783 RS10670 WP 157147416.1 KGKYVQKVEVAKGVVTAQMASTGVNKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDN...DDTVADANNAIDTKHLPST 156
consensus !!!!!**!!!**!!!!! ! **!!!*!!**!!!!!!**!**!!!!!!!!!!!*!*** *** **** !!!!!!!!!

logo CRDKEAPSSADLAPTGKIT
NTDB id 1143994 C7S05 RS12835 WP 106278828.1 CRDEPSLPGIT 143
NTDB id 1119 NGFG RS11465 WP 017147169.1 CRDKASDAK.. 166
NTDB id 1109 OK783 RS10670 WP 157147416.1 CRDESSAT... 164
consensus !!!* !
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