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NTDB id 600 KW2 RS01765 WP 011675413.1 MPKGRI EIYGPESSGKTT DELL l 149
NTDB id 269 KZH43 RS08665 WP 001085462.1 MPKGRI EIYGPESSGKTT ANFAQKIRGGEWAAF IDAEHALDPRIY ALWALGVN DELL 148
NTDB id 228 SPD RS09265 WP 001085462.1 MPKGRI EIYGPESSGKTT ANFAQKINGGEWAAF IDAEHALDPEIY ARWALGVN DELL 148
NTDB id 194 SPR RS08825 WP 001085462.1 MPKGRI EIYGPESSGKTT ANEAQKIRGGEWAAF IDAEHALDPRIY ARWALGVN DELL 148
NTDB id 159 SP RS09750 WP 001085462.1 MPKGRI EIYGPESSGKTT ANAQKINGGRWAAF IDAEHALDPEIY ARWALGVN DELL 148
NTDB id 527 SMSK321 RS11065 WP 001085454.1 MPKGRI EIYGPESSGKTT ANEAQKINGGEWAAF IDAEHALDPRIY ARWALGVN DELL 148
NTDB id 499 SM12261 RS08315 WP 078228268.1 MPKGRI EIYGPESSGKTT ANFAQKIRGGEWAAF IDAEHALDPRIY ARBWALGVN DELL 148
NTDB id 453 Spy49 1753c ACI62003.1 MPKGRI EIYGPESSGKTT ANFAQKINGGEWAAF IDAEHALDPREIY ARWALGVN DELL 148
NTDB id 408 SMU RS09530 WP 002262392.1 MPKGRI EIYGPESSGKTT ANFAQKINGGIWAAF IDAEHALDPRIY ARWALGVN DELL 148
NTDB id 115 BSU 16940 NP 389576.2 MP GRI E YGPESSGKTT AIYQINGGAFNAF IDAEHALDPYYAMYLGVN ELL 133
NTDB id 625 LCA RS02525 WP 011374196.1 MP GRI EIYGPESSGKTT AJAYQKNGGJWAA IDAERJA DPIAYARWALGVN D LL 135
NTDB id 1313 DR RS12030 WP 010888966.1 IIP GRIPEIYGPESEGKTT AWAQKIAGGINYAF IDAEHALDPY Y ASALGVNDELL SQPDRJGEQALEIY 147
NTDB id 1143940 CBM981 RS08465 WP 087068047.1 Y|3NCEARBARAGINICI GNE AIMUQKIAGGUAAF DAEHALDPYYARWALGV JLL SQPD GERIALEIf 157
NTDB id 1245 Cj1673c YP 002345041.1 WPKGRI EIYGPESSGKTT AIEOKENGGLACAF IDAEHALDURNY AIQUL GV NN D L SQPDFGEQALEI|Y 134
NTDB id 1211 C694 RS00795 WP 000963128.1 WUPKGRI EIYGPESSGKTT AINUQKINGGUIMAFE IDAEHALDE:IY AISYL.GV N L SQPD GEQALEI|I® 136
NTDB id 1214 NCTC11637 00359 SQJ03206.1 WPKGRI EIYGPESSGKTT AIEOKINGGLAAF IDAEHALDYE:IY AIGHL GV i L SQPD GEQALEI|H 136
NTDB id 1334 RAOC RS04870 WP 004918236.1 MPKGRI EIYGPESSGKTT AJINQKNYGGIWNAF IDAEHAJD|USY AIRNLG N EL SQPDRIGEQALETILA 143
NTDB id 1389 A4U84 RS07560 WP 021112712.1 JAPJIGRI EIYGPESSGKTT AQKGTFYNEAF IDAEHALDPYY AYLGVNDELL SQPDRWGEQALEIf 151
NTDB id 1130 NGFG RS03960 WP 003688695.1 AP GRI EI GPESSGKTT UGAF DAEHARDPWNUYAJANLGVIY ELM SQPD GEQALEI 135
NTDB id 1124 NGFG RS03960 WP 003688695.1 I8P GRI EI GPESSGKTT \UAF DAEHARDPUYABMINLGVIY ELM SQPD GEQALEI 135
NTDB id 1123 OK783 RS03845 WP 003688695.1 AP GRI EI GPESSGKTT UGAEF DAEHAJJDPUYAIANLGVIY ELM SQPD GEQALEI 135
NTDB id 1427 RS RS02760 WP 011000510.1 AP GR  EIYGPESSGKTT INAFTDAEHALDIMYASLGVIS [ LL SQPD GEQALETIJA 143
NTDB id 1165 A1552VC RS01565 WP 000344154.1 LigM EI GPESSGKTT DELL SQPD GEQALEI[S 134
NTDB id 1142 GTF74 RS11550 WP 000344154.1 Lig EI GPESSGKTT DELL SQPD GEQALEI[# 134
NTDB id 1022 ACIAD RS06390 WP 004925639.1 IBPKGRI EIYGPESSGKTT INMAFIDAEHALDPWNYAJANLGV DNLL SQPDBIGEQALEILN 134
NTDB id 1074 ABD1 RS10195 WP 000344167.1 IRPKGRI EIYGPESSGKTT INMAFIDAEHALDPWNYAJASLGV DILL SQPDRGEQALEIJA 134
NTDB id 1205 PSJM300 05545 AFN77183.1 IBPKGRI EIYGPESSGKTT SQPD GEQALEIpN 134
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NTDB id 600 KW2 RS01765 WP 011675413.1 VV DSVAALYP G MGDSEVGLQAR . 228
NTDB id 269 KZH43 RS08665 WP 001085462.1 VVVDSVAALWYP GDMGDSHVGLQAR . 227
NTDB id 228 SPD RS09265 WP 001085462.1 VVVDSVAALYP GDEGDSHVGLQAR . 227
NTDB id 194 SPR RS08825 WP 001085462.1 VVVDSVAALNP GDMGDSHVGLQAR . 227
NTDB id 159 SP RS09750 WP 001085462.1 VVVDSVAALYYP GDEGDSHVGLQAR . 227
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALNP GDMGDSHVGLQAR . 227
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALNYP GDHGDSHVGLQAR . 227
NTDB id 453 Spy49 1753c ACI62003.1 VVVDSVAALYP GDIGDSHVGLQAR . 227
NTDB id 408 SMU RS09530 WP 002262392.1 VVVDSVAALNP GDHGDSHVGLQAR . 227
NTDB id 115 BSU 16940 NP 389576.2 VVVDSVAALYP GDMGDSHVGLQAR . 212
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALNP G MGD HVGLQAR 214
NTDB id 1313 DR RS12030 WP 010888966.1 VVVDSVAALP GDMGDS|BEGLQAR 226
NTDB id 1143940 CBM981 RS08465 WP 087068047.1 VVVDSVAALgWP G MGDIWAVGEQAR 236
NTDB id 1245 Cj1673c YP 002345041.1 VVDSVAALP GDMGDWNHVGLQAR 214
NTDB id 1211 C694 RS00795 WP 000963128.1 VVVDSVAALWP GDMGDNHVGLQAR 216
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VVVDSVAALP GDMGDNHVGLQAR 216
NTDB id 1334 RAOC RS04870 WP 004918236.1 VVVDSVAALWP GDMGDS  GLEIAR 222
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALRP GDMGDSH GLQAR 230
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVVDSVAALNP GDMGDSHVGLQAR 214
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALYP GDMGDSHVGLQAR 214
NTDB id 1123 0K783 RS03845 WP 003688695.1 VVVDSVAALNP GDMGDSHVGLQAR 214
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALYYP MGD [WJGLQAR 222
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALP MGDSH GLQAR 213
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALP MGDSH GLQAR 213
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALMP MGDSH GLQAR 213
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALP MGDSH GLQAR 213
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALNYP MGD HVGLQAR 213
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