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NTDB id 600 KW2 RS01765 WP 011675413.1 MATKK..........KTNFDDITKKYGAERDKALADALALIEKDFGKGSLMRLGEA.ANQKVSVVSSGSLALDIALGAGG 69
NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAKK..........PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGG 68
NTDB id 228 SPD RS09265 WP 001085462.1 .MAKK..........PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGG 68
NTDB id 194 SPR RS08825 WP 001085462.1 .MAKK..........PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGG 68
NTDB id 159 SP RS09750 WP 001085462.1 .MAKK..........PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGG 68
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAKK..........PKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGG 68
NTDB id 499 SM12261 RS08315 WP 078228268.1 .MAKK..........PKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGG 68
NTDB id 453 Spy49 1753c ACI62003.1 .MAKK..........LKKNEEITKKFGDERRKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGG 68
NTDB id 408 SMU RS09530 WP 002262392.1 .MAKR..........IKKTEEITKKFGDERKKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGG 68
NTDB id 115 BSU 16940 NP 389576.2 ..........................MSDRQAALDMALKQIEKQFGKGSIMKLGEK.TDTRISTVPSGSLALDTALGIGG 53
NTDB id 625 LCA RS02525 WP 011374196.1 ........................MAKDERQAALDAALKKIEKNFGKGSIMRMGEK.VDTQVSTVSSGSLALDEALGVGG 55
NTDB id 1313 DR RS12030 WP 010888966.1 .MSK...........DATKEISAPTDAKERSKAIETAMSQIEKAFGKGSIMKLGAE.SKLDVQVVSTGSLSLDLALGVGG 67
NTDB id 1143940 CBM981 RS08465 WP 087068047.1 .MPADSKAASFATTGAAASSSADARAAAERDKALGLVLNQIERNFGKGSIMRLGDA.SRMRVETISTGALTLDLALG.GG 77
NTDB id 1245 Cj1673c YP 002345041.1 .........................MDDNKRKSLDAALKSLDKTFGKGTILRLGDK.EVEQIDSIGTGSVGLDLALGIGG 54
NTDB id 1211 C694 RS00795 WP 000963128.1 .......................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDSISTGSLGLDLALGIGG 56
NTDB id 1214 NCTC11637 00359 SQJ03206.1 .......................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDAISTGSLGLDLALGIGG 56
NTDB id 1334 RA0C RS04870 WP 004918236.1 ..........MA.......KTETTSPNDDKKKALAAVLEKLDKTYGKGTVMKLGDGTVDHNIEVIPSGSLGLDLALGVGG 63
NTDB id 1389 A4U84 RS07560 WP 021112712.1 .MAENKKSSKNN.......TVVKQVEPEQKKQALEAALAQIEKQFGKGSIMKLGQT.EQLDIESVSTGSLGLDLALGIGG 71
NTDB id 1130 NGFG RS03960 WP 003688695.1 .........................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGG 55
NTDB id 1124 NGFG RS03960 WP 003688695.1 .........................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGG 55
NTDB id 1123 OK783 RS03845 WP 003688695.1 .........................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGG 55
NTDB id 1427 RS RS02760 WP 011000510.1 .MEDG...............KKAASMSAEKQKALAAALAQIEKQFGKGSIMKMGDA.EVEPVQVVSTGSLGLDVALGVGG 63
NTDB id 1165 A1552VC RS01565 WP 000344154.1 .........................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGG 54
NTDB id 1142 GTF74 RS11550 WP 000344154.1 .........................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGG 54
NTDB id 1022 ACIAD RS06390 WP 004925639.1 .........................MDDNKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGG 54
NTDB id 1074 ABD1 RS10195 WP 000344167.1 .........................MDENKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGG 54
NTDB id 1205 PSJM300 05545 AFN77183.1 .........................MDENKKRALAAALGQIEKQFGKGAVMRMGDH.DRQAIPSISTGSLGLDIALGIGG 54
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NTDB id 600 KW2 RS01765 WP 011675413.1 YPKGRIVEIYGPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDPEYAKALGVNIDELLLSQPDYGEQGLQIAEKLITS 149
NTDB id 269 KZH43 RS08665 WP 001085462.1 YPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDS 148
NTDB id 228 SPD RS09265 WP 001085462.1 YPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDS 148
NTDB id 194 SPR RS08825 WP 001085462.1 YPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDS 148
NTDB id 159 SP RS09750 WP 001085462.1 YPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDS 148
NTDB id 527 SMSK321 RS11065 WP 001085454.1 YPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDS 148
NTDB id 499 SM12261 RS08315 WP 078228268.1 YPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDS 148
NTDB id 453 Spy49 1753c ACI62003.1 YPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLAQPDSGEQGLEIAGKLIDS 148
NTDB id 408 SMU RS09530 WP 002262392.1 YPKGRIVEIYGPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDS 148
NTDB id 115 BSU 16940 NP 389576.2 YPRGRIIEVYGPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDPVYAQKLGVNIEELLLSQPDTGEQALEIAEALVRS 133
NTDB id 625 LCA RS02525 WP 011374196.1 YPRGRIVEIYGPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDPKYATALGVNIDDLLLSQPDTGEQGLEIADALVSS 135
NTDB id 1313 DR RS12030 WP 010888966.1 IPRGRITEIYGPESGGKTTLALAIVAQAQKAGGTCAFIDAEHALDPVYARALGVNTDELLVSQPDNGEQALEIMELLVRS 147
NTDB id 1143940 CBM981 RS08465 WP 087068047.1 YPKGRVVEVYGPESSGKTTLTLHAIAEVQKRGGVAAFVDAEHALDPVYAAALGVDIENLLVSQPDTGEMALEIVDQLVRS 157
NTDB id 1245 Cj1673c YP 002345041.1 VPKGRIIEIYGPESSGKTTLTLHIIAECQKAGGVCAFIDAEHALDVKYAKNLGVNTDDLYVSQPDFGEQALEIVETIARS 134
NTDB id 1211 C694 RS00795 WP 000963128.1 VPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRS 136
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRS 136
NTDB id 1334 RA0C RS04870 WP 004918236.1 YPKGRIVEIYGPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDMHYAEKLGINLEELIVSQPDNGEQALEIADSLIRS 143
NTDB id 1389 A4U84 RS07560 WP 021112712.1 LPMGRIVEIYGPESSGKTTLTLSLIAQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELLISQPDNGEQALEICDALVRS 151
NTDB id 1130 NGFG RS03960 WP 003688695.1 LPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRS 135
NTDB id 1124 NGFG RS03960 WP 003688695.1 LPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRS 135
NTDB id 1123 OK783 RS03845 WP 003688695.1 LPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRS 135
NTDB id 1427 RS RS02760 WP 011000510.1 LPRGRVVEIYGPESSGKTTLTLQVVAEMQKLGGTCAFIDAEHALDVTYADKLGVKVPDLLISQPDTGEQALEIADALVRS 143
NTDB id 1165 A1552VC RS01565 WP 000344154.1 LPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALARS 134
NTDB id 1142 GTF74 RS11550 WP 000344154.1 LPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALARS 134
NTDB id 1022 ACIAD RS06390 WP 004925639.1 LPKGRIVEIYGPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDHGEQALEIADMLVRS 134
NTDB id 1074 ABD1 RS10195 WP 000344167.1 LPKGRIIEIYGPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDNGEQALEIADMLVRS 134
NTDB id 1205 PSJM300 05545 AFN77183.1 LPKGRIVEIYGPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDPDYAGKLGVNVDDLLVSQPDTGEQALEITDMLVRS 134
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NTDB id 600 KW2 RS01765 WP 011675413.1 GAVDLVVIDSVAALVPKAEIDGEIGDSSVGLQARMMSQAMRKLAGHINKTKTTAIFINQLREKVGVM.FGSPETTPGGRA 228
NTDB id 269 KZH43 RS08665 WP 001085462.1 GAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRA 227
NTDB id 228 SPD RS09265 WP 001085462.1 GAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRA 227
NTDB id 194 SPR RS08825 WP 001085462.1 GAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRA 227
NTDB id 159 SP RS09750 WP 001085462.1 GAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRA 227
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRA 227
NTDB id 499 SM12261 RS08315 WP 078228268.1 GAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRA 227
NTDB id 453 Spy49 1753c ACI62003.1 GAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRA 227
NTDB id 408 SMU RS09530 WP 002262392.1 GAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGIM.FGNPETTPGGRA 227
NTDB id 115 BSU 16940 NP 389576.2 GAVDIVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLSGAINKSKTIAIFINQIREKVGVM.FGNPETTPGGRA 212
NTDB id 625 LCA RS02525 WP 011374196.1 GAVDILVVDSVAALVPRAEIEGEMGDAHVGLQARLMSQALRKLSGTINKTKTIALFINQIREKVGVM.FGNPEVTPGGRA 214
NTDB id 1313 DR RS12030 WP 010888966.1 GAIDVVVVDSVAALTPRAEIEGDMGDSLPGLQARLMSQALRKLTAILSKTGTAAIFINQVREKIGVM.YGNPETTTGGRA 226
NTDB id 1143940 CBM981 RS08465 WP 087068047.1 AAVDIVVVDSVAALTPRAEIEGEMGDLAVGSQARLMSQAMRKITGNIGKSGCTVIFLNQLRQKIGVT.YGSPETTTGGNA 236
NTDB id 1245 Cj1673c YP 002345041.1 GAVDLIVVDSVAALTPKAEIEGDMGDQHVGLQARLMSQALRKLTGIVHKMNTTVIFINQIRMKIGAMGYGTPETTTGGNA 214
NTDB id 1211 C694 RS00795 WP 000963128.1 GGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPETTTGGNA 216
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPETTTGGNA 216
NTDB id 1334 RA0C RS04870 WP 004918236.1 GGVDIVVVDSVAALTPKAEIDGDMGDSKMGLHARLMSQALRKLTSSISKTKCTVIFINQLRDKIGVM.FGSPETTTGGNA 222
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GAVDVIIVDSVAALTPKAEIEGDMGDSHMGLQARLMSQALRKLTANIKNTNCLVVFINQIRMKIGVM.FGNPETTTGGNA 230
NTDB id 1130 NGFG RS03960 WP 003688695.1 GGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGNA 214
NTDB id 1124 NGFG RS03960 WP 003688695.1 GGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGNA 214
NTDB id 1123 OK783 RS03845 WP 003688695.1 GGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGNA 214
NTDB id 1427 RS RS02760 WP 011000510.1 GSVDLIVIDSVAALVPKAEIEGEMGDALPGLQARLMSQALRKLTGTIKRTNCLVIFINQIRMKIGVM.FGSPETTTGGNA 222
NTDB id 1165 A1552VC RS01565 WP 000344154.1 GAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPETTTGGNA 213
NTDB id 1142 GTF74 RS11550 WP 000344154.1 GAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPETTTGGNA 213
NTDB id 1022 ACIAD RS06390 WP 004925639.1 GAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPETTTGGNA 213
NTDB id 1074 ABD1 RS10195 WP 000344167.1 GAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPETTTGGNA 213
NTDB id 1205 PSJM300 05545 AFN77183.1 NAVDVIIVDSVAALVPKAEIEGEMGDAHVGLQARLMSQALRKITGNIKNANCLVIFINQIRMKIGVM.FGSPETTTGGNA 213
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NTDB id 600 KW2 RS01765 WP 011675413.1 LKFYASVRLDVRGSTKIEEGS.GDNKTQIGKITKIKVVKNKVAPPFKVALVDIMFGEGISSTGELLNIAVEEGIIKKSGA 307
NTDB id 269 KZH43 RS08665 WP 001085462.1 LKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGA 306
NTDB id 228 SPD RS09265 WP 001085462.1 LKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGA 306
NTDB id 194 SPR RS08825 WP 001085462.1 LKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGA 306
NTDB id 159 SP RS09750 WP 001085462.1 LKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGA 306
NTDB id 527 SMSK321 RS11065 WP 001085454.1 LKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKKAGA 306
NTDB id 499 SM12261 RS08315 WP 078228268.1 LKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKKAGA 306
NTDB id 453 Spy49 1753c ACI62003.1 LKFYASVRLDVRGTTQIKGTG.DQKDSSIGKETKIKVVKNKVAPPFKVAEVEIMYGEGISRTGELVKIASDLDIIQKAGA 306
NTDB id 408 SMU RS09530 WP 002262392.1 LKFYSSVRLDVRGNTQIKGTG.EQKDSNIGKETKIKVVKNKVAPPFKEAFVEIIYGEGISRTGELVKIASDLGIIQKAGA 306
NTDB id 115 BSU 16940 NP 389576.2 LKFYSSVRLEVRRAEQLKQGN.....DVMGNKTKIKVVKNKVAPPFRTAEVDIMYGEGISKEGEIIDLGTELDIVQKSGS 287
NTDB id 625 LCA RS02525 WP 011374196.1 LKFYSTVRLEVRRAETIKNGT.....DMIGNRARIKVVKNKVAPPFKVAEVDIMYGQGISRTGELVDMAVEKDIINKSGS 289
NTDB id 1313 DR RS12030 WP 010888966.1 LKFYASVRLDVRKIGQ....PTKVGNDAVANTVKIKTVKNKVAAPFKEVELALVYGKGFDQLSDLVGLAADMDIIKKAGS 302
NTDB id 1143940 CBM981 RS08465 WP 087068047.1 LKFYASVRLDIRRIQT....L.KRGTEEYGIRAKVKVAKNKVAPPFRIAEFDILFGRGISTLGCLLDLAEETGVVIRKGA 311
NTDB id 1245 Cj1673c YP 002345041.1 LKFYASVRLDVRKVAT....L.KQNEEPIGNRVKVKVVKNKVAPPFRQAEFDVMFGEGLSREGELIDYGVKLDIVDKSGA 289
NTDB id 1211 C694 RS00795 WP 000963128.1 LKFYASVRIDIRRIAS....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSGA 291
NTDB id 1214 NCTC11637 00359 SQJ03206.1 LKFYASVRIDIRRIAA....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSGA 291
NTDB id 1334 RA0C RS04870 WP 004918236.1 LKFYASVRIDIRRSLSDTGKIKDKSGEVIGNRTKVKVVKNKVAPPFKSAEFDIMYGEGVSKVGEILDVATDLDIIQKSGS 302
NTDB id 1389 A4U84 RS07560 WP 021112712.1 LKFYASVRLDIRRCGV....V.KDGDEIIGSETKVKVVKNKVAPPFREVQFDIMYGEGISRMNELLILAEANGFIKKSGA 305
NTDB id 1130 NGFG RS03960 WP 003688695.1 LKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGA 289
NTDB id 1124 NGFG RS03960 WP 003688695.1 LKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGA 289
NTDB id 1123 OK783 RS03845 WP 003688695.1 LKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGA 289
NTDB id 1427 RS RS02760 WP 011000510.1 LKFYASVRLDIRRIGS....I.KKGDEVVGNETKVKVVKNKVAPPFREAIFDILYGAGVSREGEIIDLGVEAKVVEKSGA 297
NTDB id 1165 A1552VC RS01565 WP 000344154.1 LKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEKSGA 288
NTDB id 1142 GTF74 RS11550 WP 000344154.1 LKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEKSGA 288
NTDB id 1022 ACIAD RS06390 WP 004925639.1 LKFYASVRLDIRRIGQ....V.KEGDEIIGSETKVKVVKNKMAPPFREAIFQILYGKGVNQLGELVDLAVQQNIVQKAGA 288
NTDB id 1074 ABD1 RS10195 WP 000344167.1 LKFYASVRLDIRRIGQ....V.KEGDEIVGSETKVKVVKNKMAPPFKEAIFQILYGKGTNQLGELVDLAVQQDIVQKAGA 288
NTDB id 1205 PSJM300 05545 AFN77183.1 LKFYASVRLDIRRTGA....V.KEGDEVVGSETRVKVVKNKVAPPFRQAEFQILYGKGIYRNGEIIDLGVQQGLVEKSGA 288
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