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SPPNQLQNTGLPNAFDFPKRRLMENMTDIHKKGAENAPDNLT
NTDB id 1143799 A8Q77 RS05630 WP 414858967.1 MKKILILTGLTLLSACSSEHEDLQEWMQNTQKQARANIKPFEAPSVKPMPPYIPPNQNGLNAFDPKRLNMIHKGANAPNL 80
NTDB id 1101 NMB RS09450 WP 002214522.1 MKHYALLISFLALSACSQGSEDLNEWMAQTRREAKAEIIPFQAPTLPVAPVYSPPQLTGPNAFDFRRMETDKKGENAPDT 80
consensus !!* *! !!!!! *!!!*!!! *! * !*! ! !! !!**** !*! !!* !*!!!!**!* *!! !!!
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PKETVLEKNFSLENLMKRYVGI
LLEKNSGKQKQTVSGF I EAEGNHYI

VYTVAGEVGNYI
LGQNFYGLR I EKS ITADDKS I LVLNRELVI

VEDSQTGNWVFSREKAE
NTDB id 1143799 A8Q77 RS05630 WP 414858967.1 NRPKEVLENFSLENLKYVGLLENGKQTSGFIEAENHIYTVAEGNYIGQNFGLIKSITADKILLREVVEDSQGNWVFREAE 160
NTDB id 1101 NMB RS09450 WP 002214522.1 KRIKETLEKFSLENMRYVGILKSGQKVSGFIEAEGYVYTVGVGNYLGQNYGRIESITDDSIVLNELIEDSTGNWVSRKAE 160
consensus !*!! !! !!!!!**!!!*! ! !!!!!!! **!!!* !!!*!!!*! ! !!! ! !*! !**!!! !!!! ! !!

logo LLLNSSGSDEKTNQTDEKQATATAPPTAGANEKQN
NTDB id 1143799 A8Q77 RS05630 WP 414858967.1 LLLSSGETNQDKTTPTGNK.. 179
NTDB id 1101 NMB RS09450 WP 002214522.1 LLLNSSDKNTEQAAAPAAEQN 181
consensus !!! ! * ! * *** **
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