
logo MGFKE I IDDFLNRLSPDGQRDGERRTTGGAAAVDALPAVASDEASFEEQREEQE I FGKR I ENQWRKYQREGFHYRF ILKRHPLRVMAMEDEPLVTVLF I S IVPA
NTDB id 1143601 MAB1 RS01345 WP 062261362.1 MGFKEIIDDFLNRSPDRGER.....VDAPAADAFEEQEQEIFGKIENQRKYREGFHRFIRHPLRVMMEDPVTVLFISVPA 75
NTDB id 63 F7686 RS01500 WP 066956433.1 MGFKEIIDDFLNRLPGQDRTTGGAAADALVSESFEEREEEIFGRIENWRKYQEGFYRFLKHPLRVMAEEPLTVLFISIPA 80
consensus !!!!!!!!!!!!! ! ***** !!* * !!! ! !!!!*!!! !!! !!!*!!**!!!!!! !*!*!!!!!!*!!

logo ALLLFLAIGGFSMSLVLMSYGFVGVLFSTTTMIDDI
VFVFSLL IA IVPLAI LDLKEASLRVSS I EASLPNFFRDVAGMNDSGMTLPHA

NTDB id 1143601 MAB1 RS01345 WP 062261362.1 ALLLLIGGSMSLVMSYGFGVLFTTTMIDDIFVFSLLIAIVPLAILDLKEALRVSSIEASLPNFFRDVAGMNDSGMTLPHA 155
NTDB id 63 F7686 RS01500 WP 066956433.1 ALLLFAGGFMSLVLSYGVGVLFSTTMIDDVFVFSLLIAIVPLAILDLKESLRVSSIEASLPNFFRDVAGMNDSGMTLPHA 160
consensus !!!! !! !!!!*!!! !!!!*!!!!!!*!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IHIVSEGEYGALTPHI
VRKQLDTEMSWGVPFVEAIRRFGKATVNTPLATERSVDL IAHASSAGGDVSEVLRAAAHDAYEFFNLK

NTDB id 1143601 MAB1 RS01345 WP 062261362.1 IHIVSEGEYGALTPHVRQLDTEMSWGVPFVEAIRRFGKTVNTPLAERSVDLIAHASSAGGDVSEVLRAAAHDAYEFFNLK 235
NTDB id 63 F7686 RS01500 WP 066956433.1 IHIVSEGEYGALTPHIRKLDTEMSWGVPFVEAIRRFGKAVNTPLTERSVDLIAHASSAGGDVSEVLRAAAHDAYEFFNLK 240
consensus !!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

M
SERRNGMMIYMI I IVMSFFVFLFVIGVLSSTFLSTTMAEAGETAVAASGSSTQTFMGTVDLFLYNRLFCSHASAL IQGFFSGLAGA

NTDB id 1143601 MAB1 RS01345 WP 062261362.1 SERRNGMMIYMIIIVMSFFVFLFVIGVLSSTFLSTMAEAGEAVAASGSSQTFMGTVDLFLYNRLFSHSALIQGFFSGLAA 315
NTDB id 63 F7686 RS01500 WP 066956433.1 MERRNGMMIYMIIIVMSFFVFLFVIGVLSSTFLTTMAEAGTAVAASGSTQTFMGTVDLFLYNRLFCHAALIQGFFSGLGA 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!*!!!!!!!!!!!!!!!!*! !!!!!!!!!!*!

logo GI
VMGEGRVLAGLKYSAIMVL IAW I

VAFRFF I
NTDB id 1143601 MAB1 RS01345 WP 062261362.1 GIMGEGRVLAGLKYSAIMVLIAWVAFRFFI 345
NTDB id 63 F7686 RS01500 WP 066956433.1 GVMGEGRVLAGLKYSAIMVLIAWIAFRFFI 350
consensus !*!!!!!!!!!!!!!!!!!!!!!*!!!!!!
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