
logo MNSYERFCFNL IGRDLKEKKRGDEF IKSLRKNDLMVGARMNTPFEAYLATAYVSSVI
VVGLAVAAVI

L IGLFLTYLLRVPEMITYRGAV
NTDB id 1143600 MAB1 RS01340 WP 014866163.1 MNSYERFCFNLIGRDLKKKRGDFISLRKDLMGARMNTPFEAYLATAYVSSVVVGLAAAVLIGLFTYLLRVPEMITYRGAV 80
NTDB id 62 F7686 RS01495 WP 066956430.1 MNSYERFCFNLIGRDLKEKRGEFIKLRNDLVGARMNTPFEAYLATAYVSSVIVGLVAAVIIGLLTYLLRVPEMITYRGAV 80
consensus !!!!!!!!!!!!!!!!! !!!*!! !! !!*!!!!!!!!!!!!!!!!!!!!*!!! !!!*!!! !!!!!!!!!!!!!!!!

logo PEFFLYALNDYKLLVI
LGTI I ITLV I

LSLAL I FGGI STYL IVFLLYPGIRAGERRRNIDATLPYAINYI
VTAMSSAGITPADEVFRLLGQ

NTDB id 1143600 MAB1 RS01340 WP 014866163.1 PEFFYALNDYKLVIGTIIITVLSLLIFGGISYLIFLLYPGIRAGERRRNIDATLPYAINYVTAMSSAGITPDEVFRLLGQ 160
NTDB id 62 F7686 RS01495 WP 066956430.1 PEFLYALNDYKLLLGTIIITLISLAIFGGITYLVFLLYPGIRAGERRRNIDATLPYAINYITAMSSAGITPAEVFRLLGQ 160
consensus !!! !!!!!!!!**!!!!!!**!! !!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!!!!!!!

logo SKTIYGESAVEARYI
VSRETDFFGKDLLDEALRTVSQATPSERMREFLQGAVAS I SSGSNLTEYFRTKAHQYTLENNQQQKTF

NTDB id 1143600 MAB1 RS01340 WP 014866163.1 SKIYGESAVEARYVSRETDFFGKDLLEALRTVSQATPSERMREFLQGAVASISSGSNLTEYFRTKAHQYTLENNQQQKTF 240
NTDB id 62 F7686 RS01495 WP 066956430.1 STIYGESAVEARYISRETDFFGKDLLDALRTVSQATPSERMREFLQGAVASISSGSNLTEYFRTKAHQYTLENNQQQKTF 240
consensus ! !!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LETLGL IAESYVTAMVAGMLFL I I LQSVMTI LSGDSNPLFLYI I IYL I IVPFGSMVMF IV I L I SSMTPEV
NTDB id 1143600 MAB1 RS01340 WP 014866163.1 LETLGLIAESYVTAMVAGMLFLIILQSVMTILSGDSNPLFLYIIIYLIVPFGSMMFVILISSMTPEV 307
NTDB id 62 F7686 RS01495 WP 066956430.1 LETLGLIAESYVTAMVAGMLFLIILQSVMTILSGDSNPLFLYIIIYLIIPFGSVMFIILISSMTPEV 307
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!*!!!!!!!!!!
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