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MRAGEDEEREL IATVRNLLTQSRKPGSSGEEVASSPPGDQPGEEEVREEAVLEDGGM
Q
P
R
D
E
H
PSPAGPAVLPRGADGIRS IL IDGSVLMGS

NTDB id 1143599 MAB1 RS01335 WP 062261359.1 MRAGEDEERELIATVRNLLTQSRKPGSSGEEVASSPPGDQPGEEEVREEAVLEDGGQPDPSPAPAPRGAGIRSLIDSVLG 80
NTDB id 64 F7686 RS01490 WP 224732727.1 ........................................................MREHSPGPVLRGADIRSIIGSVMS 24
consensus ******************************************************** ** !!*! *!!! !!!*! !!*

logo SEGDGATGRGQRRATSTAGDNEGDPAVRALLENR I
L
E
G
E
RSGARESTDGGKEDRATTVSTPESAPMVESDMSDETEGPEKAMAPAPSPSPEGHRRDPFGI FLANGRRVKRGKEMAKDEATGSAEPNDSG

NTDB id 1143599 MAB1 RS01335 WP 062261359.1 SGGAGQRRASGNGDPARALLERIGESGAESGGEDATSPEAVEDMETEPEMPASPPERRDPFGIFAGRKKEADTSAPNDSG 160
NTDB id 64 F7686 RS01490 WP 224732727.1 SEDTRGRRTTADEDPVRALLNRLERSGRETDKERTVTPSPMS.SDTGPKAAPSSPGHRDPFGILNRVRGMKEAGE..... 98
consensus ! !! ** !! !!!! !* !! !* ! *! ** * *! ! **!*! *!!!!!! * * *****

logo

AATADEPVIPARGHRASPGLPA
D
G
PEMVEAEEGPEPGTDSEDNI

L
P
S
A
DGVI

VSVDEELGNSLADL I LPKGSATFAEVEELHS IKNRNEHRNQFDFVDNAR
NTDB id 1143599 MAB1 RS01335 WP 062261359.1 AATADEPVIPARGHRASPGLPDPEVEEEPETDENISAGVVSVDELGNLADLILPKGATFEVEELHIKRNERQFDFVDNAR 240
NTDB id 64 F7686 RS01490 WP 224732727.1 .....................AGEMEAEGPGSEDLPDGVISVEELGSLADLILPKSATFAVEELSINRNEHNFDFVDNAR 157
consensus ********************* *!*! !** ! ** !!*!!*!!! !!!!!!!! !!! !!!!*! !!!**!!!!!!!!

logo VVSEFDDELFSTEQAFLSSATATFLAAEAAAAETVAESVPSVEDEVPEKPRFGFLEQKRFLHRLPLPKRPTEVEMEVI EEYNPAVLVHGPLLVDLSMRPSPGLVEE I ELY
NTDB id 1143599 MAB1 RS01335 WP 062261359.1 VVSEFDELFTEAFSSATLAAAAAATEVPVEDVPEPRFGFLERFHLPKTVEVIEEYNPVLHGPLVDLSMRPSPGLEEIELY 320
NTDB id 64 F7686 RS01490 WP 224732727.1 VVSEFDDLFSQALSSTAFAEAAAEVASPSEEVPKPRFGFLQKLRPLRPEMEIEEYNPAVHGPLLDLSMRPSPGVEEIELY 237
consensus !!!!!!*!!* ! !! ! !!! ! !*!! !!!!!! * ***** !!!!!! *!!!!*!!!!!!!!!*!!!!!!

logo PVNEPYAYVRVI
TYDSATTHEYTYCNVLEPEVLTPAGEQRELFGLE IKERLFETLDNITTRDLTRDEAEARKALRDAANRTI IADYGIHRLDE

NTDB id 1143599 MAB1 RS01335 WP 062261359.1 PVNEPYAYVRVTYDSTTHEYTYNVLEPVLTPGEQELFGEIKERLFETLDITTRDLTRDEARKALRDAANTIIADYGIRLE 400
NTDB id 64 F7686 RS01490 WP 224732727.1 PVNEPYAYVRVIYDSATHEYTYCVLEPELTPAERELFLEIKERLFETLNITTRDLTREAARKALRDAANRIIADYGIHLD 317
consensus !!!!!!!!!!! !!! !!!!!!*!!!! !!!*! !!! !!!!!!!!!! !!!!!!!!* !!!!!!!!!! !!!!!!!*!*

logo

A
P
P
VGREKI

VLYHVEKEFLGDGL IDPVMHDGKYI EDI SCDGVGNCSAP I FVYHTTYESMKTNSL ILYHRDAAELDSFVATKLAQRAGKYI S
NTDB id 1143599 MAB1 RS01335 WP 062261359.1 PPGREKILYHVEKEFLGDGLIDPVMHDGYIEDISCDGVGSAIFVYHTTYESMKTSLIYRDAAELDSFVTKLAQRAGKYIS 480
NTDB id 64 F7686 RS01490 WP 224732727.1 AVGREKVLYHVEKEFLGDGLIDPVMHDKYIEDISCDGVNCPIFVYHTTYESMKTNLLYHDAAELDSFVAKLAQRAGKYIS 397
consensus **!!!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!!!! **!!!!!!!!!!!!! !*!*!!!!!!!!! !!!!!!!!!!!

logo IAEPMLDATMSDGSR IQMTLGSEVTAHGSTFTIRKFREEP ITPTDL I EWHTFSPLGIAF ILWLAVENAGKSC I FAGGTASGK
NTDB id 1143599 MAB1 RS01335 WP 062261359.1 IAEPMLDATMSDGSRIQMTLGSEVTAHGSTFTIRKFREEPITPTDLIEWHTFSPLGIAFLWLAVENAKSCIFAGGTASGK 560
NTDB id 64 F7686 RS01490 WP 224732727.1 IAEPMLDATMSDGSRIQMTLGSEVTAHGSTFTIRKFREEPITPTDLIEWHTFSPLGIAFIWLAVENGKSCIFAGGTASGK 477
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!



logo TTTLNAI SLF IPPLAKIVTLEDTRELKLPHPNWIPS ITRDSFSQDGRGE IDMYELLRAALRQRPEYI LVGEVRGREALTL
NTDB id 1143599 MAB1 RS01335 WP 062261359.1 TTTLNAISLFIPPLAKIVTLEDTRELKLPHPNWIPSITRDSFSQDGRGEIDMYELLRAALRQRPEYILVGEVRGREALTL 640
NTDB id 64 F7686 RS01490 WP 224732727.1 TTTLNAISLFIPPLAKIVTLEDTRELKLPHPNWIPSITRDSFSQDGRGEIDMYELLRAALRQRPEYILVGEVRGREALTL 557
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FQAMSTGHVTYATMHADSVASAVHRLENPP INVPRNMLSALSLMS IQVQARVGGQRIRRNKQL I E I LDIDPRTNEL ITNE
NTDB id 1143599 MAB1 RS01335 WP 062261359.1 FQAMSTGHVTYATMHADSVASAVHRLENPPINVPRNMLSALSLMSIQVQARVGGQRIRRNKQLIEILDIDPRTNELITNE 720
NTDB id 64 F7686 RS01490 WP 224732727.1 FQAMSTGHVTYATMHADSVASAVHRLENPPINVPRNMLSALSLMSIQVQARVGGQRIRRNKQLIEILDIDPRTNELITNE 637
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VFRWHPATDE IRYSGKSYI LEQIMEDRGWSEERMQEELKRRQEVLEWMRIKKIRHYFRDVSKI
VLVSYFRDPEGTVI EQRVRSD

NTDB id 1143599 MAB1 RS01335 WP 062261359.1 VFRWHPATDEIRYSGKSYILEQIMEDRGWSEERMQEELKRRQEVLEWMRIKKIRYFRDVSKILVSYFRDPETVIQRVRSD 800
NTDB id 64 F7686 RS01490 WP 224732727.1 VFRWHPATDEIRYSGKSYILEQIMEDRGWSEERMQEELKRRQEVLEWMRIKKIRHFRDVSKVLVSYFRDPEGVIERVRSD 717
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!! !! !!!!!

logo LYGEGGMGVRSAQHE
NTDB id 1143599 MAB1 RS01335 WP 062261359.1 LYGEGGSA.. 808
NTDB id 64 F7686 RS01490 WP 224732727.1 LYGGMVRQHE 727
consensus !!! **
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