
logo MKKVFNGMVENFHALGIKKHLLAFLALCVTGVAIGTI
VAEVHAATSPNHNPPSLKSNAPHNVYVVKRGDTLWDI SAGHFLNSKPWRWP

NTDB id 1143513 AC2117 RS17870 WP 133975849.1 MKKVFNGMVEFHALGIKKHLLAFALVTGVAIGTVAEVHAASPNHNPPSLKSNAPHVYVVKRGDTLWDISAHFLSKPWRWP 80
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHATSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRWP 80
consensus !!!!!!!!! !!!!!!!!!!!! !!*!!!!!!!*!!!!! !!!!!!!!!!!!!!*!!!!!!!!!!!!!!*!!! !!!!!!

logo E IWASNQHVKNPHWIYPGDRLLLCSLADGRPL IVGKDEGDGCVGI IRRYTGKQTVTHNLQPQVRVEASLNDNNSVPVIPLEHIKQWLE
NTDB id 1143513 AC2117 RS17870 WP 133975849.1 EIWASNQHVKNPHWIYPGDRLLLCSLAGRPLIGKDEGDGCVGIIRRYTGKVTNLQPQVRVESLNDNVPVIPLEHIKQWLE 160
NTDB id 1053 ABD1 RS00870 WP 000755276.1 EIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWLE 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!*!!!!!!!!!!!!!!!!! !*!!!!!!!! !! !!!!!!!!!!!!!!

logo

H
NSTI LPATDAS I ETHNTPYI

VVGTADQRVLAAGKGQTIYARGQGL IDNGQRYAVYREGEPYYFTDNSKGKKHSLGI ELLQQVASGI
VAI

VS
NTDB id 1143513 AC2117 RS17870 WP 133975849.1 HSTILPTDAIEHTPYVVGTADQRVLAAKGQTIYARGQGLIDGQRYAVYREGEPYYFTDSKGKKHSLGIELQQVASGIAIS 240
NTDB id 1053 ABD1 RS00870 WP 000755276.1 NSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAVS 240
consensus *!!!!! ! ! *!!!*!!!!!!!!!!*!!!!!!!!!!!!! !!!!!!!!!!!!!!!!! !!!!!!!!!!! !!!!!*!*!

logo SEKDITTLELTDSYNASEVRRGDR I
VMPEEDQATLPTLFYPVDAKQVTDEGGKI IRVMGS IGRTAATKNSVVTLDRGTATQGI

VQVGQ
NTDB id 1143513 AC2117 RS17870 WP 133975849.1 SEKDITTLELTDSYNSEVRRGDRIMPEEDATLPTLFYPVDAKQVTEGGKIIRVMGSIGTATKNSVVTLDRGTAQGVQVGQ 320
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVGQ 320
consensus !!!!!!!!!!!!!!! !!!!!!!*!!!! !!!!!!!!!!!!!!!!*!!!!!!!!!!!! ! !!!!!!!!!!! !!*!!!!

logo VFDITQKQGESTIRDPKTKEPVIQLPGQQIGSLMVFRTFDQLSYAYI
VLESDLP IKVGSS IQPSPQRFLND

NTDB id 1143513 AC2117 RS17870 WP 133975849.1 VFDITQKGETIRDPKTKEPIQLPGQQIGSLMVFRTFDQLSYAYILESDLPIKVGSSIQPPRLND 384
NTDB id 1053 ABD1 RS00870 WP 000755276.1 VFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus !!!!!! !!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*! !!
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