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NTDB id 1401 DSB67 RS12665 WP 010643259.1 SVFGLSCTSLNQYEYAS.....LCQTLGLRDLITRHNALPLNRT...SSTLILAVADPTNLQAEDDFR...FATGLQVEL 123
NTDB id 1110 NGFG RS09235 WP 003689817.1 RVFSYSILDLRHYPRHR.....VLMGVLTEEQMVEFHCVPVFRR...GDKVFFAVSDPTQMPQIQKTV...SAAGIAVEL 122
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QNFGVPMLDINCIDVGT.....IPVNLVNEKLIKRHAMVPLFSR...GTNLYLATDDPSKQASLKEIQ...FHTGLNTHA 131
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LEFGEPLLDLGVFDPAL.....FLKDKIDEKLIQKYRIMPLVHR...GHVLYVATSNPTNIEAMDAIR...FNSKLKVEP 131
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NTDB id 1410 SGL RS13950 WP 010873519.1 LVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKI 240
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ALADHRALQAAIRRLYGRSIQGAANQGK...EISQDELANLV...........KVSDDELQSIEDLSQDDSPVSRFINQV 189
NTDB id 1293 VP RS12240 WP 005479695.1 VLADFRELSTAIRRLYGRSLSHEKSGLK...EINQEELASLV...........DVGADEIDNIEDLSQDESPVSRYINQI 189
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VLADFRELTAAIRRLYGRSLGQEKSGLK...EINQDELAGLV...........DIGEDEIENIEDLSQDESPVSRYINQI 189
NTDB id 1110 NGFG RS09235 WP 003689817.1 VIVEDDQLAGLLDWVGSRSTSLL.QE...........LGEGQ...........EEEESHTLYIDNEEAEDGPVPRFIHKT 179
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IVVETDKLSALIDNLLTAKESQGLSEYVE.DSGDLEGLEISA...........D.DEDQDIDTATSVTDDAPIVKFVNKI 198
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IIVEHDKLERLLSEHFVEETHFNFDT....EELD...LDVEV...........DPHTTDDDDEDDKLKDEAPIVKYINKL 193
NTDB id 1143506 AC2117 RS17095 WP 133975668.1 VIVEHHKLEKILAQQFTEESSFEFND....EEFD...LDVDL...........DTSTTPEEDDDTPQGDEAPIVKYVNKL 193
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NTDB id 1410 SGL RS13950 WP 010873519.1 LAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQ..GRKV 318
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAI 267
NTDB id 1293 VP RS12240 WP 005479695.1 LLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAI 267
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAI 267
NTDB id 1110 NGFG RS09235 WP 003689817.1 LSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQP.PIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPV 258
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAI 276
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTI 271
NTDB id 1143506 AC2117 RS17095 WP 133975668.1 LIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.TKAI 271
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAI 271
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 DMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQIN 347
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NTDB id 1018 ACIAD RS01685 WP 004920473.1 DFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHAN 351
NTDB id 1143506 AC2117 RS17095 WP 133975668.1 DFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEEQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSN 351
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSN 351
consensus !*!!***!***!!!***!*!***** !*** !** * ** ****** *!*!**!*!!!!!!!!***!!**!***!* *!

logo IANSTAEDPAIVEYIAKYNVLSEPGVITNQVQNI
V
I
Q
N
D
R
P
E
K
A
K
Q
I
VGMFLDGTFSAGNEAI

ALKRASFMLRQDPDVIVI LMVGETIRDKLDETADKETIAVI EKASALQTGHMLVFMLTSTLHTNDNSAPAAGEATI
V
L

NTDB id 1410 SGL RS13950 WP 010873519.1 INTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAI 478
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETV 427
NTDB id 1293 VP RS12240 WP 005479695.1 ISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETI 427
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