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NTDB id 1014 ACIAD RS13855 WP 004924483.1 ..MS.....IRHFFTFFWATLLTLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLS....KPTQQSGTGVKVN 69
NTDB id 1143500 AC2117 RS15765 WP 133975336.1 MQLSMNLSKSKYFIILFWSL....ISSTFIQAQSFDQNFKEWKAKQQMYDQKLSMQQSSHSNVS...KSTIMTDSSGQVH 73
NTDB id 1041 H0N27 RS14740 WP 005124713.1 MQYSMRFWKNKYFLLIMLCLG...VISPSVCAQSFDQNFQEWKAKQQMYDQKLNITKSSHSNGSKISQTKNFNDSTGQIH 77
NTDB id 1069 ABD1 RS03060 WP 043960841.1 MQYSMRFWKNKYFVLIMLCLG...VISPSVCAQSFDQNFQEWKVKQQMYDQKLNISKSSHSNSSKISQTKNFNDSTGQIH 77
consensus ***!********!*** *** * *****!!*!!!****!!**!***!**!****!*!!****** * **********
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NTDB id 1014 ACIAD RS13855 WP 004924483.1 INSATAKELQQLHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI 128
NTDB id 1143500 AC2117 RS15765 WP 133975336.1 LNQANIDELQKLKGIGEKKAQAIVEYRQKNGGFKNIDEFKNVKGIGPAIFEKNKPRLSL 132
NTDB id 1041 H0N27 RS14740 WP 005124713.1 LNQANVNEFQQLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL 136
NTDB id 1069 ABD1 RS03060 WP 043960841.1 LNQANVNEFQQLKGIGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL 136
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