
logo MIKNKYFRFQSTASRLAARSEQMMRGYSEHSSSSCARTKRRFKDYI
SHI

TRNS ITAVSHRLAATRSSSARLTRASGFTLVELLVAIA I
NTDB id 1143492 AC2117 RS10255 WP 133973857.1 MIKNKYFRFQSTASRLAARSEQMMRGYSEHSSSSCARTKRRFKDSHTRNTVSHLATRSSSARLTRASGFTLVELLVAIAI 80
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKN......................................KYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAI 42
consensus !!!!**************************************! ! ! !*!! !!!!!!!!!!!!!!!!!!!!!!!!

logo FAVLSLLGWKI FDYLLKVRDRNAEQHEVHQLFELQDAYQQI
VLRDTLQI IPLSANQGGKQLHPALE I

LDNQI
VLRYFSKAGVTDPLK

NTDB id 1143492 AC2117 RS10255 WP 133973857.1 FAVLSLLGWKIFDYLLKVRDRNAQHEVQLFELQDAYQQVLRDTLQIIPLSANQGGKLHPALELDNQVLYFSKAGVTDPLK 160
NTDB id 1076 ABD1 RS08075 WP 000594585.1 FAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLK 122
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!!!*!!!!!!!!!!!!!!!! !!!!!!*!!!*! !!!!!!!!!!!

logo QGLSPFER I EYQRYDAPDQKKLYRLKYSTNLNTSNREQPLSSTLLNSQVDEQFYQI
MMVLTPQEVTKWPE I

VNI
LDPTKPENEFLKRKLPKG

NTDB id 1143492 AC2117 RS10255 WP 133973857.1 QGLSPFERIEYQYDPDQKKLYRLKYSNLNTSNREQPLSSTLLNQVEQFQMMVLTPQEVTKWPEINLDPTKPEEFRKLPKG 240
NTDB id 1076 ABD1 RS08075 WP 000594585.1 QGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKG 202
consensus !!!!!!!!!!! !!*!!!!!!!!!!*!!!!!!!!!!!!!!!! !!*!*!*!!!!!!!!!!!!!*!*!!!!! ! *!!!!!

logo IK IQLTVAGVNSYEWIYSLNQGDNLSLSKQEGGNAS
NTDB id 1143492 AC2117 RS10255 WP 133973857.1 IKIQLTVAGVSYEWIYSLNQGNLSLSKEGGA 271
NTDB id 1076 ABD1 RS08075 WP 000594585.1 IKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS 233
consensus !!!!!!!!!! !!!!!!!!!! !!!! !!
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