
logo MKE I LKTLTEAMMTLPEDSYSEQQDAEFLE I F IVEE I EE I FVDELQPSLS IHNEKWMQSERNI
VATLTE IRRHFHTLKGSGRMIGAKSSA

NTDB id 1143488 AC2117 RS03335 WP 133971917.1 MKEILKTLTEAMMLPEDSYSQQDAEFLEIFVEEIEEIFVELQSSIHEWMQSRNVATLTEIRRHFHTLKGSGRMIGAKSSA 80
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSENIATLTEIRRHFHTLKGSGRMIGAKSSA 80
consensus !!!!!!!!!!!! !!!!!!! !!!!!!!!!*!!!!!!!!*!!* !* !!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ELAWTVEDTLNRVINEQSLQRLTPNTIQQSYVQLVFKFYFFLKLVDDNFKQSKRKRAEHATLVDFRPL I LLGQQLQQQQSLEPALEELLLQLSW
NTDB id 1143488 AC2117 RS03335 WP 133971917.1 ELAWTVEDTLNRVINESLRLTPNIQQYVQLVFKFYFFKLVDDFKSRKEHAVDFRPLILLGQQLQQQQSLEPALEELLLLW 160
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ELAWTVEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRPLILLGQQLQQQQSLEPALEELLQLS 160
consensus !!!!!!!!!!!!!!! !! !!! !! !!!!!!!!!! !!!! !! ** ! *!!!!!!!!!!!!!!!!!!!!!!!!!! !
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LHQHYDESYNAL IRALHTLR
NTDB id 1143488 AC2117 RS03335 WP 133971917.1 DTLTAETKTGLEVNDLEPES..DNLILETAIESEHNLAETLVLFMEEAEEHLATIDQFLEQEIHQHESYNALIRALHTLR 238
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HTLMAETVTGLELDYIEQDSLAEPIIQATHTEIEINLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNALIRALHTLR 240
consensus *!! !!! !!!!* *!**!*****! !* ! !*!! !!! !!!!!!!!!!!!!*!!!*!!*!!**!!!!!!!!!!!!!

logo GSSAMAQVEATI FDEASTKVEHLFKI LLQEELSSHSEKE I LVLLQRDEYREQF IVRDNCSLDELLASARHYSYSNSEQLDEASNRLKLQFNQSVWDAYMVEQ
NTDB id 1143488 AC2117 RS03335 WP 133971917.1 GSSAMAQVEAIFDASTKVEHLFKILLQEELSSHSKEIVLLRDYRQFIRNCLDLLAAHYSNEQLDSNLKQFNQVWDAYMEQ 318
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GSSAMAQVETIFEASTKVEHLFKILLQEELSSHSEEILLLQEYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDAYVEQ 320
consensus !!!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!! !!*!! *!! !*! *!*!! * ! !!!* ! !!!! !!!!*!!

logo HGDEHRSTDSPLMTPPSHGLVSQLLQLDVSELLDAELDFEKGIRNSEFPDHYLERLSEQADLLLQHTHQSQAML
VGLHYEYTNSQLKDESYDEMV

NTDB id 1143488 AC2117 RS03335 WP 133971917.1 HGEHSSPLTPPHGLVSQLLQLDVSELLDAELDFEKGIRSEFPHYLERLSEQADLLLQHTQSQAMVGLYEYTNQLKDSYDM 398
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HGDRTDPLMPSHGLVSQLLQLDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKESYEV 400
consensus !!*** !! !*!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!*!!!!*!!*!!! !!!*!!**
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NTDB id 1143488 AC2117 RS03335 WP 133971917.1 LLDRPDLLQSDYVFEIYQKAHQQLIQLFDALAAGQRVSIIEQHQNILEELKLYTQHIPSLNSELLDIHQGVVESLFSVDV 478
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LLDKPALLQSDYIFEIYQKAHQQLIQLFDALAAGQRVGVVKQHQSILEELKLYTQYTPDISNDLPQQDSTSFEPIYNIEP 480
consensus !!!*! !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!! ** !!! !!!!!!!!!!* ! * *!* * !*** ***

logo EPQETAVNVAESTSVAENS I EFSDVLSATDHWAVAVLMGSQSVHQLQDRQFYI
MSSTETHQVNRNYFDAPDELLDI FLEEADEELLEGI

MDTDLNIWVGNDEQENFAALNNL
NTDB id 1143488 AC2117 RS03335 WP 133971917.1 EQTANESSASIESVLTDHVAMSQSVHLDRQFMSTEHVNRYFDPELLDIFLEEADELLEGMDTDLNIWVNDQENFAALNNL 558
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EPEVVATVEN.FSDSADWAVLGQSVQQDRQYISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAALNNL 559
consensus !* * * ! !* * !!!* !!!**!* *!!! !!**!!!!!!!!!*!!!!!*!!!!!!!! *!!!!!!!!!!



logo MRYLHTLKGGANMI
VQANTYI

LGL IAHELES IYER I
L IQKRQLVTVSTSADL IDF IRLVQDDLADRLQIMVREQHQLDYAAPSHYTINQALKRS

NTDB id 1143488 AC2117 RS03335 WP 133971917.1 MRYLHTLKGGANMIQANYIGLIAHELESIYERIIQRQLVTSSALIDFIRLVQDDLADRLQIVREQHLDYAASHTIQALKS 638
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MRYLHTLKGGANMVQATYLGLIAHELESIYERLIQKQLVVTSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINALKR 639
consensus !!!!!!!!!!!!!*!! !*!!!!!!!!!!!!!*!!*!!! *! !!!!!!!!!!!!!!!!!!*!!!*!!!!!**!!*!!!
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NTDB id 1143488 AC2117 RS03335 WP 133971917.1 AGTVYNLLGFAVKEMQA.ES....ETDVISESSFEVLQQEAIHNTALNLDELTSNFEQIVESNIRLVEH.T.ELQVFDAE 711
NTDB id 1046 H0N27 RS03130 WP 168726941.1 AGQNSNFQPLPVVEAFDAESEVFSEQKVISEIIIDEIP....VELEPALAELETHHDQVFDTAVTELATPVEMITTVTSQ 715
consensus !! ! * *! ! *!!****! !!!! * ******* * ! !! ****!* ** * * ** * *
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EQDIDEASVVEQTFLMEEAATELLEMADEHSLLKQWFEQRTNRS I LLQLQRAVHSLKGGASRMVGLEATVQAIAYQLENAF

NTDB id 1143488 AC2117 RS03335 WP 133971917.1 GYTDNIQDQDIDSVVEQTFMEEAAELLEMADHLLKQWFEQRTNRSILLQLQRAVHSLKGGSRMVGLETVQAIAYQLENAF 791
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ENEVAANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNRSILLQLQRAVHSLKGGARMVGLEAVQAIAYQLENAF 795
consensus **!!!* !!!!!!*!!! !!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!

logo EKQFALHYHFNSSNIYDHNLLESAIAVWLKDEAI FKNHQNYQHFDGLQQSLENIQFFI ETATIQIPSTKLTRATDLFSSTEPVMS
TF IVQGDGATE

NTDB id 1143488 AC2117 RS03335 WP 133971917.1 EKFALYHFSSNIYDNLLESAIVWLKEAIFKQNYQHFDGLQQSLENIQFIETAIQIPSKLTRTDLFSTEPVMSFVQGDGAE 871
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EQFALHHFNSNIYDHLLESAIAWLKDAIFNHNYQHFDGLQQSLENIQFFETTIQIPTKLTRADLFSSEPVMTFIQGDGTE 875
consensus ! !!!*!! !!!!!*!!!!!! !!!*!!! *!!!!!!!!!!!!!!!!! !! !!!!*!!!! !!!!*!!!!*!*!!!! !

logo PPPMMGAWEQATEQHRLDEQNNEMIRVSADL I EKMIDLSGENS INRSR I EMDLSQFGSHTLVEMELAIQRLADQLRRMEGELESTQ
NTDB id 1143488 AC2117 RS03335 WP 133971917.1 PPPMMGAWEQAQHLEQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFGHTLVEMELAIQRLADQLRRMEGELESQ 951
NTDB id 1046 H0N27 RS03130 WP 168726941.1 PPPMMGAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFSHTLVEMELAIQRLADQLRRMEGELETQ 955
consensus !!!!!!!!!! *!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!

logo I IAKHGI EHSRYTDEFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDEKIRDTESLLLVQQSR IQAE IQEGLMRTRLVPF
NTDB id 1143488 AC2117 RS03335 WP 133971917.1 IIAKHGIEHSRYTEFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSEKIRDTESLLVQQSRIQAEIQEGLMRTRLVPF 1031
NTDB id 1046 H0N27 RS03130 WP 168726941.1 IIAKHGIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMRTRLVPF 1035
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!

logo SRLLPRLQR IVRQTSTALDNRPAELFVNNTEGELDRNTI
MLERLVTPLEHMLRNAIDHGLEDRAVQREQQANQKPETGR I ELNIHQR

NTDB id 1143488 AC2117 RS03335 WP 133971917.1 SRLLPRLQRIVRQTSTALDRPAELFVNNTEGELDRTMLERLVTPLEHMLRNAIDHGLEDRVQREQAQKPETGRIELNIHR 1111
NTDB id 1046 H0N27 RS03130 WP 168726941.1 SRLLPRLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRIELNIQR 1115
consensus !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!! !! !!*!!!!!!!!!!!*!



logo QGTDI
VVVTVFKSDDGQRGIDI

VEKVRQKALLASGL IKPSEQDVLEHQQDI LQL I FHPGLSTADEQVTQI SGRGVGLDVVQSDIKASLGGH
NTDB id 1143488 AC2117 RS03335 WP 133971917.1 QGTDIVVTFKDDGRGIDIEKVRQKALLSGLIKSEQVLEHQDILQLIFHPGLSTADQVTQISGRGVGLDVVQSDIKALGGH 1191
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QGTDVVVVFSDDGQGIDVEKVRQKALLAGLIKPEQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVVQSDIKSLGGH 1195
consensus !!!!*!! ! !!! !!!*!!!!!!!!! !!!!*!! !!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!! !!!!

logo VSVDESVYGQGTI
TFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDR I IVRVSPATSLEQYFEGSAPQEFLFEFYENKRYPLRYLSEF

NTDB id 1143488 AC2117 RS03335 WP 133971917.1 VSVDSVYGQGTIFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIVRVSPTSLEQYFGSAQEFFEFENKRYPLRYLSEF 1271
NTDB id 1046 H0N27 RS03130 WP 168726941.1 VSVESVYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYENKRYPLRYLSEF 1275
consensus !!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!! !*!! !!*!!!!!!!!!!!!!

logo VGNQP IPRLNSGMVMYSLPVLMIKATNNGQTI
VALLVDQL IGSRAQIVVKP IGQQFSS IGAIAGATI LGDGQVCL I LDGQNIAR

NTDB id 1143488 AC2117 RS03335 WP 133971917.1 VGNQPIPRLSGMMYSLPVLMIKTNNGQTIALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIAR 1351
NTDB id 1046 H0N27 RS03130 WP 168726941.1 VGNQPIPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIAR 1355
consensus !!!!!!!!! !*!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QIQSTQRRHKPQLNSEAI
VYRQRESDERRL IMIVDDSVTVRKVTSTRLLERQGYDVVTAKDGI

VDAI EQLENIKPDLMLLDI EMPR
NTDB id 1143488 AC2117 RS03335 WP 133971917.1 QIQSTRRHKPLNEAIYRQRESDERRLIMIVDDSVTVRKVTTRLLERQGYDVVTAKDGIDAIEQLENIKPDLMLLDIEMPR 1431
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QIQSTQRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLDIEMPR 1435
consensus !!!!! !!!*! !!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo MDGFEVLNLVRHHDLMHQDYMPI
V IMITSRTGEKHRERAFSTLGVNSQYMGKPFQEEDELLEHNIDEAFLFLMVATFREESELVAKS

NTDB id 1143488 AC2117 RS03335 WP 133971917.1 MDGFEVLNLVRHHDLHQDMPVIMITSRTGEKHRERAFTLGVNQYMGKPFQEEDLLHNIEAFFMTREEELA. 1501
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MDGFEVLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS 1506
consensus !!!!!!!!!!!!!!*!! !!*!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!*!!*!!*! * ! !* *

X non conserved
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X ≥ 50% conserved


