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MFFLNPQBILIGELSPCLLCEMGWREKEISLCK CWEHQLPWLKQTIQRN QSVLVACINYAYP NRIIQQFKYEQKLHYQML
MFKFLNPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQTL
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AOLUERIY PR HALLARRLN VCHRLEr SHLEREE R

L E LQQLKFPKVQAIVPMPISNQRLMERGFNQSLLLAN LSKQLKWP WQPVQRLINEHSQKGLSRLERMENIEQQF AL
LAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVAL
LAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVAL

TRV OOVATTESS AL S T sty

TRHEKRRYRR LIIDDV TTGSSIMALSQA KQLGCTSIHA CLAAINY BB 209
TQEKRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY] 211
TQENRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211

X non conserved
B similar
>50% conserved
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