
logo MATHQSF IVSNWKEQQRGFTL I EL IMVALALGL I LVAAATQLF IGGLLSSRLQKANAE IQDSGI FGLEYI
MARDIRLLNYGNVI

VNP I
QL

NTDB id 1143479 AC2117 RS01700 WP 133971523.1 MTHSFVSWKQRGFTLIELMVALALGLILVAAATQLFIGGLLSSRLQKANAEIQDSGIFGLEYIARDIRLLNYGNVINPIL 80
NTDB id 1066 ABD1 RS15740 WP 000079197.1 MAQSFISNKEQGFTLIELIVALALGLILVAAATQLFIGGLLSSRLQKANAEIQDSGIFGLEYMARDIRLLNYGNVVNPQL 80
consensus ! *!!*! ! !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!! !

logo TDTTPWGGI
VVLTGSTATNANDNNS IVNF IVPKNVDGTNTYIAPEATLLSRGAVGDTVSTVNSNHWKGLSNIQNSSNAAEMVQSDQLTIQF IAP

NTDB id 1143479 AC2117 RS01700 WP 133971523.1 TDTTPWGGVVLTGSTATNNDSVNFVPNVGTNTYIAETLLSRGVGDTVSTVSNHWKGLSNIQNSSNAAMQSDQLTIQFIAP 160
NTDB id 1066 ABD1 RS15740 WP 000079197.1 TDTTPWGGIVLTGSTATNANNINFIPKVDTNTYIPEALLSRGAGDTVSTVNNHWKGLSNIQNSSNAEVQSDQLTIQFIAP 160
consensus !!!!!!!!*!!!!!!!!! *!!*! ! !!!!!*! !!!!! !!!!!!! !!!!!!!!!!!!!!! *!!!!!!!!!!!!

logo TNMTNCEGVNVLAGDL IVEQRYFLRLVDNTNGSSQQDYALACDANTPASSVSVATAQPDTI
TVNSGLGDAGQI I LPR IDHFHVLFLGAKN

NTDB id 1143479 AC2117 RS01700 WP 133971523.1 TNMTNCEGVNVLAGDLIVERYFLRLDTNGSSQQDYALACDANTPSSVATAQPTTVSGLGDAGQIILPRIDHFHVLFGAKN 240
NTDB id 1066 ABD1 RS15740 WP 000079197.1 TNMTNCEGVNVLAGDLIVQRYFLRVDNNGSSQQDYALACDANTPAVSATAQPDIVNGLGDAGQIILPRIDHFHVLLGAKN 240
consensus !!!!!!!!!!!!!!!!!! !!!!!*! !!!!!!!!!!!!!!!!! !!!!! ! !!!!!!!!!!!!!!!!!!! !!!!

logo AAGNFAYYTIPQYRAVAAQAARDASTPAPVAMAPR I LS IQI SVLARSTNNAQNKAIDPNTQSFLMLDQNTVHAASDNRTTRFLRRVYS
NTDB id 1143479 AC2117 RS01700 WP 133971523.1 AAGNFAYYTIPQYRAAAQAARDATPPVMAPRILSIQISVLARSTNNAQNKAIDPTQSFLMLDQTVHASDNTTRFLRRVYS 320
NTDB id 1066 ABD1 RS15740 WP 000079197.1 AAGNFAYYTIPQYRVAAQAARDASPAVAAPRILSIQISVLARSTNNAQNKAIDPNQSFLMLDQNVHAADNRTRFLRRVYS 320
consensus !!!!!!!!!!!!!! !!!!!!!!*!*! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!! !! !!!!!!!!!

logo VTIALRNAMGESTI
L

NTDB id 1143479 AC2117 RS01700 WP 133971523.1 VTIALRNAMGESL 333
NTDB id 1066 ABD1 RS15740 WP 000079197.1 VTIALRNAMGETI 333
consensus !!!!!!!!!!!**

X non conserved

X similar

X ≥ 50% conserved


