
logo MFRI
T
F
LLYGCLLNI L IPSLVLALDKSMVS I FYPLP IQEQGKVIVAHQNLYLGSDGGIWVHDVHGKVMYFDGQNVLPRRGSVLP

NTDB id 1143337 D5R51 RS03690 WP 162891900.1 MFRIFLYGCLLNILIPSLVLALDKSVSIFYPLPIQEQGKVIVAHNLYLGSDGGIWVHDVHGKVMYFDGQNVLPRRGSVLP 80
NTDB id 1151 GTF74 RS04205 WP 001911421.1 MFRTLLYGCLLNILIPSLVLALDKSMSIFYPLPIQEQGKVIVAQNLYLGSDGGIWVHDVHGKVMYFDGQNVLPRRGSVLP 80
consensus !!! !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QLSSTHIVYANSAFWAFEQHELFRTYPGGERELMLSLTPGTQI IQMGASNGMIWMVDGEGNFYSYE IRSGRVESLSLHELYQ
NTDB id 1143337 D5R51 RS03690 WP 162891900.1 QLSTHIVYANSAFWAFEQHELFRTYPGGERELMLSLTPGTQIIQMGASNGMIWMVDGGNFYSYEIRSGRVESLSLHELYQ 160
NTDB id 1151 GTF74 RS04205 WP 001911421.1 QLSSHIVYANSAFWAFEQHELFRTYPGGERELMLSLTPGTQIIQMGASNGMIWMVDGENFYSYEIRSGRVESLSLHELYQ 160
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!

logo LNSASKVVINDAQFLVSKWALATNVGVYLSDEQGFASHVKKNSGKHNF IQKLYFSHKRRELLVGSKRGALVIDI EDNKRPPLDR
NTDB id 1143337 D5R51 RS03690 WP 162891900.1 LNSASKVVINDAQFLVSKWALATNVGVYLSDEQGFSHVKKSGKNFIQKLYFSHKRRELLVGSKRGALVIDIEDKRPPLDR 240
NTDB id 1151 GTF74 RS04205 WP 001911421.1 LNSASKVVINDAQFLVSKWALATNVGVYLSDEQGFAHVKNSGKHFIQKLYFSHKRRELLVGSKRGALVIDIENKRPPLDR 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!

logo IGSSHI
VLS IAETEKEYWIGTEDGLFVYSF ITGKIVQLESNHNQDGYALLGKKIYAMVNDFQGGMWIGTDKGI FYYSLFGQQ

NTDB id 1143337 D5R51 RS03690 WP 162891900.1 IGSSHILSIAETEKEYWIGTEDGLFVYSFITGKIVQLESNHQDGYALLGKKIYAMVNDFQGGMWIGTDKGIFYYSLFGQQ 320
NTDB id 1151 GTF74 RS04205 WP 001911421.1 IGSSHVLSIAETEKEYWIGTEDGLFVYSFITGKIVQLESNNQDGYALLGKKIYAMVNDFQGGMWIGTDKGIFYYSLFGQQ 320
consensus !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FTRYPAGQALSNDGSKTP IGKI
M
A
V
A
PLNSDGDYLAITAQGLYNFNFSDGELRKHL IYPGKVNDFVIADQEHI

LW IATEKGLVRYNL
NTDB id 1143337 D5R51 RS03690 WP 162891900.1 FTRYPGQALSNDGSKTPIGKMVPLNSDGDYLAITAQGLYNFNFSGELRKHLIYPGKVNDFVIDQEHIWIATEKGLVRYNL 400
NTDB id 1151 GTF74 RS04205 WP 001911421.1 FTRYPAQALSNDGSKTPIGKIAALNSDGDYLAITAQGLYNFNFSDELRKHLIYPGKVNDFVIAQEHLWIATEKGLVRYNL 400
consensus !!!!!*!!!!!!!!!!!!!!* *!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!!!

logo SRRS IDTPNLPLPLLQTAIQHLSLDNSDGNLWGTSDYQIWSYSLSEKNYRDYGSEWMVKAFSPSQR ITLLAAVKRDGIV IGTE
NTDB id 1143337 D5R51 RS03690 WP 162891900.1 SRRSIDTPNLPLPLLQTAIQHLSLDNDGNLWGTSDYQIWSYSLSEKNYRDYGSEWMVKAFSPSQITLLAAVRDGIVIGTE 480
NTDB id 1151 GTF74 RS04205 WP 001911421.1 SRRSIDTPNLPLPLLQTAIQHLSLDSDGNLWGTSDYQIWSYSLSEKNYRDYGSEWMVKAFSPSRITLLAAVKDGIVIGTE 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!*!!!!!!!!

logo HGAYSLFLEKQIRFDFASSHRYGE I LVQVAVEDSTASGHIWLVVGSYGVFQWRKDNQPEASVTVEL I EENIQPLC IAESKQGMWL I STK
NTDB id 1143337 D5R51 RS03690 WP 162891900.1 HGAYSLFEKQIRFDFASHRYGEIVQVVEDTAGHIWVVGSYGVFQWRKNQPESVTVELIEENIQPLCIAESKQGMWLISTK 560
NTDB id 1151 GTF74 RS04205 WP 001911421.1 HGAYSLLEKQIRFDFSSHRYGEILQVAEDSSGHIWLVGSYGVFQWRKDQPEAVTVELIEENIQPLCIAESKQGMWLISTK 560
consensus !!!!!! !!!!!!!! !!!!!!!*!! !!* !!!!*!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo GI SYYRNQELTKHFGAPYGL I SNEFLPSASCATVGEEQDNTSSL I IGSQFGVVKTNTEELAVSNLPNIQVTFSQVSVNHTTKL
NTDB id 1143337 D5R51 RS03690 WP 162891900.1 GISYYRNQELTKHFGAPYGLISNEFLPASCTVGEEQDTSSLIIGSQFGVVKTNTEELAVSNLPNIQVTFSQVSVNHTTKL 640
NTDB id 1151 GTF74 RS04205 WP 001911421.1 GISYYRNQELTKHFGAPYGLISNEFLSASCAVGEEQDNSSLIIGSQFGVVKTNTEELAVSNLPNIQVTFSQVSVNHTTKL 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LGYRMSEPLVKIAYGDS I SFQFGALPSSRSQSLEYKLNDEQQWQRFDGWALLNFDQLLPGKYRLKVRSANPMTQRYRTEALFD
NTDB id 1143337 D5R51 RS03690 WP 162891900.1 LGYRMSEPVKIAYGDSISFQFGALPSSRSQSLEYKLNDEQQWQRFDGALLNFDQLLPGKYRLKVRSANPMQRYRTEALFD 720
NTDB id 1151 GTF74 RS04205 WP 001911421.1 LGYRMSEPLKIAYGDSISFQFGALPSSRSQSLEYKLNDEQQWQRFDWALLNFDQLLPGKYRLKVRSANPTQRYRTEALFD 720
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!

logo FEVLSEQPWYMTS IMALVGYVLSLVLGLLALALWWRTRMI LAANRKLKAQVELKTSQLRHQSKIVLSNNHQLRKQLQLHHTI LG
NTDB id 1143337 D5R51 RS03690 WP 162891900.1 FEVSEPWYMTSMALVGYVLSLLGLLALALWWRTRMILAANRKLKAQVELKTSQLRHQSKIVLSNNHQLRKQLQLHHTILG 800
NTDB id 1151 GTF74 RS04205 WP 001911421.1 FEVLQPWYMTSIALVGYVLSVLGLLALALWWRTRMILAANRKLKAQVELKTSQLRHQSKIVLSNNHQLRKQLQLHHTILG 800
consensus !!! !!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

N
SVLDNNIDASLRHLSSYAKVRASWSEFEAPFNKVKQELAQLHFMHRGDEDESKYHDLHLL I ESALKSWHQEEYSKAL IKLTYS

NTDB id 1143337 D5R51 RS03690 WP 162891900.1 SVLNNIDASLRHLSSYAKVRSWSEFEAPFNKVKQELAQLHFMHRGDEDESKYHDLHLLIESALKSWHEEYSKALIKLTYS 880
NTDB id 1151 GTF74 RS04205 WP 001911421.1 NVLDNIDASLRHLSSYAKVRAWSEFEAPFNKVKQELAQLHFMHRGDEDESKYHDLHLLIESALKSWQEEYSKALIKLTYS 880
consensus !! !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo GEPRFVEVRQFNLDVLFNAVLTDAIKRLYKHQELTIQLEVRNAQAVIVFSDFGAP IQNIDNKTMVTLSGSSYPLEELVI
TRS

NTDB id 1143337 D5R51 RS03690 WP 162891900.1 GEPRFVEVRQFNLDVLFNAVLTDAIKRLYKHQELTIQLEVRNAQAVIVFSDFGAPIQNINKTMVTLSGSSYPLEELVTRS 960
NTDB id 1151 GTF74 RS04205 WP 001911421.1 GEPRFVEVRQFNLDVLFNAVLTDAIKRLYKHQELTIQLEVRNAQAVIVFSDFGAPIQNIDKTMVTLSGSSYPLEELVIRS 960
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!! !!

logo GGEVLHVLALKERNVI ELAWPLATLPELEATI
VHKPQEEGSEPQAGAKVGS IDEVEKEWLSKVEKL I ELHYSDPNFTTSTAAQALYVS

NTDB id 1143337 D5R51 RS03690 WP 162891900.1 GGELHVLALKERNVIELAWPLATLPELEAVHKQEESEPGAKVSIDEVEKEWLSKVEKLIELHYSDPNFTTSTAAQALYVS 1040
NTDB id 1151 GTF74 RS04205 WP 001911421.1 GGVLHVLALKERNVIELAWPLATLPELETIHKPEEGEQAAKVGIDEVEKEWLSKVEKLIELHYSDPNFTTSTAAQALYVS 1040
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!! *!!*!! !**!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ERSLQRRFKAATGKTFKESLNEVRLEKACQSLLSGAKIAQVAFDCGFNDPSYFSQRFKHHFGLSPSQF I EDQEN
NTDB id 1143337 D5R51 RS03690 WP 162891900.1 ERSLQRRFKAATGKTFKESLNEVRLEKACQSLLSGAKIAQVAFDCGFNDPSYFSQRFKHHFGLSPSQFIEDQEN 1114
NTDB id 1151 GTF74 RS04205 WP 001911421.1 ERSLQRRFKAATGKTFKESLNEVRLEKACQSLLSGAKIAQVAFDCGFNDPSYFSQRFKHHFGLSPSQFIEDQEN 1114
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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X ≥ 50% conserved


