logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

1143229 CFU2785 RS04355 WP 016150970.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.1

- jselLeps s L

PP Bl et el vl DRestelsabDfSFeve

1203 PSJM300 01605 AFN76401.1
1019 ACIAD RS04205 WP 004922051.1
1143229 CFU2785 RS04355 WP 016150970.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

IJAQGEAL. SVATA 75
¢/ KWLPEYK TPEMSPEMTRET 76
SKTK 76
.. .APFTTPPYJEN)® 73
CBYDAQGFEPESASBHTRK|E 80
R 76
R 76
R 76
2 76
I4 SDLH SAG PPMIRVDG R IMND Q 76
Il SDLH SAG PPMIRVDG R IMND 76
(MASDLHLS G PPMIRVDG R IMND 76
[MASDLHLSAG PPMIRVDG R IMND 76
m IMASDLHLSAG PPMIRVDG R IMND 76
[MASDLHLSAG PPMIRVDG R IMND 76
(MASDLHLSAG PPMIRVDG R IMND 76
[MASDLHLSAG PPMIRVDG R IMND 76
* %k % 5k %k k %k Kk 11 skosk sk ko ok k * EE RS * k k * * * %k % 5k 3k %k k % k * | * %k
R é\A\JERl ST LtV TSRO T s
.. PTFE LIALPIY W)Y APWSURGLVLVMGITGSGKSTT AAMTGYRNQH.TGHI 153
G. 155
EXKNERI:AY SIS QRDMP I 156
152
KARFRVNAFMQRGNVG VIRIAIP gy 159
N ARFRVNAFN)RYRGIY AVFRTIPS§\ 155
N ARFRVNAFNJNHRGl§ AVFRTIPS§A 155
N REFRVNAFBIQIARGESJAVERTIP U 155
NB RFRVNAFBIQI\RGSAVFRTIP || 155
N ARFRVNAFNQBRGE\ AVFRTIPSIY I3 ARJISIRGLVLVTGPTGSGKSTTLAAY 155
NM ARFRVNAFNQSRGE\ AVFRTIPSIM I3 AMBSRGLVLVTGPTGSGKSTTLAALY 155
[ ARFRVNAFNQWRGEGAVERT IP S| INT VARG LVLVTGPTGSGKSTTLAAM 155
[ ARFRVNAFNQWRGEIGAVERT IP SIS i PAMYRGLVLVTGPTGSGKSTTLAAM 155
NB ARFRVNMFNQNRGAGAVFRTIPSQ )] T[ONEYRGLVLVTGPTGSGKSTTLAAM 155
N ARFRVNAFNQWRGEGAVERT IP S| DT ONEYRG VLVTGPTGSGKSTTLAAM 155
N ARFRVNAFNQINRGEIGAVFRTIP S| DJT[ONEYRG VLVTGPTGSGKSTTLAAM 155
Nl ARFRVNAFNQWRGEGAVERT IP S| DTONEYRG VLVTGPTGSGKSTTLAAM 155
* kx| okokok | * kokokok | okokokk kok ok kok  kk kokk kK |k sk ok (RS [ * [N



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

Wil

st T BAED L DAL s

1177 A1552VC RS01165 WP 000422572.1 EDPIEFVH|¥K C @NQREV[ERD TIS
1203 PSJM300 01605 AFN76401.1 EDPIEF H[iIMWNC ENQREV[END Ty
1019 ACIAD RS04205 WP 004922051.1 EDPIEF H|¥#X&C INQREV[ERND TN RSREM DMALINJAETGHLVF . TLHESWALS}
1143229 CFU2785 RS04355 WP 016150970.1 EDPIE iA@YS CLI QREV[EFINGIGASELYN LR{EALREDPD RDWETI LALTAAETGHLV)R TLHTAGAA[N
1307 DR RS10055 WP 010888596.1 EDPIEF H)@IK INQREV[ESIDTIRSFPIBJALR ALR WPD RDMETI EA TAAETGHLVUIGTLHTIYS Al
1086 NMV RS00245 WP 002218487.1 EDPIEFVHENSKKSJLINQRE H[ABITIRSFISJALRSALREDPD RDIFETILALTAAETGHLVFGTLHT [¢AAK
1116 NGFG RS10615 WP 003690200.1 EDPIEFVHRSKKSLINQRE H[a)z|T)H ANALESALREDPD RDIFETI®LALTAAETGHLVFGTLHT [¢AAK
1185 GTF74 RS11940 WP 000350195.1 EDPIEFVHSIWKCLINQREVH IJALRSALREDPD
1176 A1552VC RS01160 WP 000350195.1 EDPIEFVHSIWKCLINQREVH IQYALRSALREDPD
1283 ACE17W RS02630 WP 010947729.1 EDPIEFVH[MSKKCL NQREVH WNALRSALREDPD LA TAAETGHLVFEGTLHTNSANK
1259 GCO85 RS10305 WP 010947729.1 EDPIEFVHMNSKKCL NQREVH WNALRSALREDPD LA TAAETGHLVFGTLHTIYS AR\
1202 PSJM300 01600 AFN76400.1 EDPIEFVHIMSKKCL NQREVH MINALRSALREDPD LALTAAETGHLVFGTLHT SAAK
1194 PAKAF RS01995 WP 003084552.1 EDPIEFVHRSKKCL NQREVH MINALRSALREDPD LALTAAETGHLVFGTLHT SAAK
1020 ACIAD RS04210 WP 011182164.1 EDPIEFVHIR¥KKCLINQREVH WAL RSALREDPD LALTAAETGHLVFGTLHT SAAK
1060 ABD1 RS04380 WP 000355489.1 EDPIEFVH[NSKKCLINQREVH IMAALRSALREDPD LALTAAETGHLVFGTLHT SAAK
1040 HON27 RS13360 WP 000355489.1 EDPIEFVHMNSKKCLINQREVH IMALRSALREDPD LALTAAETGHLVFGTLHT SAAK
1081 FDQ49 RS05335 WP 006581387.1 EDPIEFVHRNSKKCLINQREVH IWAALRSALREDPD LALTAAETGHLVFGTLHT SAAK
Hk D111 Dookok skokokndon b1 Lookokk ok ok Dookon 1 Dok Lok D Lok ] Lok b Dok aeor LD L T Do L1 Dok | ok
@MKVRttA%{ 0 A B e 0
I|QR| .VAVEEéE Q=R . ? | g vp Aﬂ VLLQ' EYA H A '-A.l& Qﬁb T
1177 A1552VC RS01165 WP 000422572.1 DKNGKGRH VFIRLEN PR.A INNYR GERH LK.T ARSQEVGMQ
1203 PSJM300 01605 AFN76401.1
1019 ACIAD RS04205 WP 004922051.1
1143229 CFU2785 RS04355 WP 016150970.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

DR RS10055 WP 010888596.1 Q N

NMV RS00245 WP 002218487.1 IGOGNGRVA HEIMI WPA RNLIRERK

NGFG RS10615 WP 003690200.1 IGDIGNGRVA HETIRI JWPA RNLIRERK

GTF74 RS11940 WP 000350195.1 .VGGGRVAEHEIM PAIRNLIREBNK

A1552VC RS01160 WP 000350195.1 AUGGGRVAMHEIM PAIRNLIREPK

ACE17W RS02630 WP 010947729.1 .NKGGRVAAIEIM I EAIRNLIREDK

GCO085 RS10305 WP 010947729.1 BUNGGRVAAIREIM [¢ [AIRNLIREMNK

PSJM300 01600 AFN76400.1 MUYGGGRVAAHEIMI PAIRNLIREMK AQMYSHIQTG
PAKAF RS01995 WP 003084552.1 MIIGGGRVAAHEIMI PAIRNLIRENK AQMYSEIQTG
ACIAD RS04210 WP 011182164.1 BAGGGRVAAHEIMI MPAIRNLIREMK AQMYSKIQTG
ABD1 RS04380 WP 000355489.1 MNGGGRVAAHEIMI MPAIRNLIRENK AQMYSEIQTG
HON27 RS13360 WP 000355489.1 BIGGGRVAAHEIMI MPAIRNLIRENK AQMYSHEIQTG

FDQ49 RS05335 WP 006581387.1 MNGGGRVAAHEIMI MPATIRNLIRENK AQMYSEIQTG
Kook | ok ok ok ok K ok K K K K K K K Dskokok | oskokokok | |k Kook ko ok ok | ko ok ok ok ok Rk ok ok ok | | Kok ok kkk K (S

233
235
236
232
239
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
311
319
315
315
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1203
1019

1143229 CFU2785 RS04355 WP 016150970.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

1143229 CFU2785 RS04355 WP 016150970.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.1

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

:{VEE%%}%AEE%AéﬁEEPEéELL"S'-:in\v\E-'AJ:)i It R R R el

3650 e U GV PN = sRafFExc A

INEDRIAIRY QM VDD KPRSIE QDPN\LHSPADSANDLRLMLKTKR . GDDY . . .GSGSLQNVKI........ DME.............
WERIR A Y NIRY VQEEISE Y EDJALLHADSSNDLRLMIKLGS . ETDGEHLTSVS.QGLTL. . ... ... EMSDDDPGRSFR. . ..
INERJAAJREDIRYDHQHPSS|Y ADALKHEADSPNNLRLQIKLSE . EANKPLDNRERMSEMER. . . . .. .. KMTFDGQRRNLK. . ..
DA YIRAGIIFREHEN YDKELERMIDPKEFARLANDASAGLGG. . . . . ASMTPAAPPVPAYNSASSSSTGRGGDFGRGAA

I APEV I R RRION SE SM SE . . o e

I APE AR RRREION SESM SE . . o e e
DAQEVQSKIELDLKAR . - « o v e e et e e e e e e e e e e e e e e

[P

K non conserved
B similar
>50Y% conserved

8K HTAHEARMLNK .
K HTIHE AL NK .
i8R D SIKEKIKQP .
s8R ENI\REKINKIP .
NLPTIRAVINKSP .
mr QTR TAMKQP .

8P QTR TANKQP .
8P QTR TANKQP .

368
381
383
326
418
347
347
345
345
344
344
344
344
344
345
345
345

368
381
383
326
394
347
347
345
345
344
344
344
344
344
345
345
345



