logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1019 ACIAD RS04205 WP 004922051.1
114318 R615 RS16175 WP 015488610.1
1203 PSJM300 01605 AFN76401.1

1307 DR RS10055 WP 010888596.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1019 ACIAD RS04205 WP 004922051.1
114318 R615 RS16175 WP 015488610.1
1203 PSJM300 01605 AFN76401.1

1307 DR RS10055 WP 010888596.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1019 ACIAD RS04205 WP 004922051.1
114318 R615 RS16175 WP 015488610.1
1203 PSJM300 01605 AFN76401.1

1307 DR RS10055 WP 010888596.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

Lyl I ReEfebs T

gzl B meted B

E EE3JETDFSFE

E EEETDFSFE
FEE|JRETDFSFE
EEIQRETDFSFE
EE|QRETDFSFE
EEIQRETDFSFE
sokokokkkk Dk |kokokok

SDLHISAG
VD IINELLAFSVK |§ SDLHISAG
BRVDINWELLAFSAK GASDLH SAG
MVDIWELLAFSVK GASDLH SAG
BRVDIWELLAFSVK GASDLH SAG

MDIWELLAFSVK GASDLH SAG

* % %

PPMIRVDG
PPMIRVDG
PPMIRVDG

R INLPIJLEHKDVpS
R
R
PPMIRVDG R
R
R
*

INLPJJLEHKD V)

INLPIJLEHKEVEEAL
INLPALEHKDVj L
INLPI\LEHKDVj L
INLPIALEHKDVj L
kokkkk koxk kok  kk

YDIMND
YDIMND
YDIMND
YDIMND
YDIMND
YDIMND
* %k ok k ok

AMDIMELLAFSVK ﬁ
K

PPMIRVDG
PPMIRVDG
K |okokokkokokok ok | | okskokskok | kokokokok ok ok ok | ok x

MR AR T L st T SOt

I Iig \f MLGLPPIHK

N¢ RFRVEAFMQIANIAGIUVIMRIITIN NI THEDLIIL P IRKIY

. DKENSAARNIM(RIR G N V[GERYMIA LIS TMRUNT ASMENZ0 TV I
ARFRVNAFNQSRGA AVFRTIPSJAIL MEDLGLPIZIFK
ARFRVNAFNQSRGA AVFRTIPS|AIL MEDLGLPIJIFK
ARFRVNAFNQNRGAGAVFRTIPS LTME LG [@3 FK
ARFRVNAFNQNRGAGAVFRTIPS LTMEDLGL[HNIFK
ARFRVNAFNQNRGAGAVFRTIPS LTMEDLGLENIFK

ARFRVNAFNQWRGAGAVFRTIPS LTMEDLGL[GNIFK
ok DDk sl Fokok Dok Dok Dokokokskokokokok ok kK kok ok ok % koK

VD s R L L

OPMZRG VLVTGPTGSGKSTTLAAM DYIN|ANRYINHI
ARG VLVTGPTGSGKSTTLAAM DYIN/MYRYPWHI

¥JRG VLVTGPTGSGKSTTLAAM DYINBRRYWHI
Plkorokok Dk D Dk 1L Dok b orsokkornl %k 11

VL

TIJAET GHL{epl

AFLUSNCIRATEN NN ANNEIN Q
TIJAETGHL) T L HENI AR
INJAETGHL TLHEANRJANIN
TAAETGHLVNIGTLHTNS Aj3X
TAAETGHLVFGTLHTNS ApK
TAAETGHLVFGTLHTNS A§§K
TAAETGHLVFGTLHTNS ARYK|
TAAETGHLVFGTLHTHS AE\K
TAAETGHLVFGTLHTNS AEAK
TAAETGHLVFGTLHTHNS AE\K
ko LD Pkl %

RDLETIRLA
RDLETIRLA
RDLETIRLA
RDLETIRLA
RDLETIRLA
RDLETIRLA

LTVEDPIEFVHQSKKCLVNQREVH

LTVEDPIEFVHQSKKCLVNQREVH
LT EDPIEFVH SKKCLVNQREVH
LTVEDPIEFVHQSKKCL NQREVH
LTVEDPIEFVHQSKKCL NQREVH
LTVEDPIEFVHQSKKCL NQREVH

153
156
155
155
159
155
155
155
155
155
155

233
236
235
235
239
235
235
235
235
235
235



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1019 ACIAD RS04205 WP 004922051.1
114318 R615 RS16175 WP 015488610.1
1203 PSJM300 01605 AFN76401.1

1307 DR RS10055 WP 010888596.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1019 ACIAD RS04205 WP 004922051.1
114318 R615 RS16175 WP 015488610.1
1203 PSJM300 01605 AFN76401.1

1307 DR RS10055 WP 010888596.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1019 ACIAD RS04205 WP 004922051.1
114318 R615 RS16175 WP 015488610.1
1203 PSJM300 01605 AFN76401.1

1307 DR RS10055 WP 010888596.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

TIORL ey el ot s Ry ooy R@Bévgg# So10TCens 0

IDRI DVFPEE [N RVANL (NNLYAV QQLLPRA GGRVEANEIM INIPA RALIREEKmMIQMESY QTG |3alcMy
IQ .KNIGGRVAALEIM CTEAIRNLIREDK AQMYSHHIQTCEINIGMQ
K

BKN|SGGRVAAIRETM [@TATRNLIREIK AQMYSNIQTG[NENGMQ
TIDR IDVFPAEEKIMVREIMLSESLQAVI Q
TIDR IDVFPAEEKIMVREWMLSESLQAVI Q

TIDR IDVFPAEEKWMVREIMLSESLQAVI Q .
kokok | ok ok ok ok k ok kokok ok | okkok | kok Dok Dok kokokkok |k 1%k dkokkokok | Dk kokkokkokk  kokkokk S

LS QRNL S - = =
T§ hl} ./\KF EL ’kKLKgEgNéE‘iIl\;RA [i Eé’Qi‘v AYNSAS |)I¥EDF>"’RRNF§R AAA

WERIRARY Q VDDKISEQDALHSADSANDLRLMLKTKRGD _DYGSGSLQNVKID. . ...... ME. . oo,
DI AF DY DHQHERSY ADMILKHID SENNLRLQIKLSEEANKPLDNRERMSEMERK . . . . . . . . MTFDGQRRNLK. . . ..
WYY ARy SIBYEQSERMYEDIN T AHDSINDLRLMIKLGNETNADRFDGSS . NNLRLQ . . . . . . .. Dot
WEPIR ARy NIy vV QGENM Y EDI\L LHADSSNDLRLMIKLGSETDGEHLTSVS . QGLTLE. . . . .. .. MSDDDPGRSFR. . ...
o A YR A GIRF RIS Y DKB L ERINT DFKEGARLAN . . . DASA.GLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAA
M H TE R NN K HTIHE AN L NK SLI . . . . oot e e e e e e e
e HI T E R NN K HTIHE AN L NK S . . . . o oo
MM CIRK IR ARG R ENI R EK K TRENI . . . .« o oot e e e e e
I SIRK IR SRR P QTI R TAIKQIESIL . . . . oo
oA SIK IR ARGEER P QT R TAKQIESIIL . . . o o
TLDQELIEL VI [ ISPQTARTAAKQPESFL .................................................
Pele 1T Tk % %1

....................... 368

....................... 383

....................... 371

....................... 381

PATPAAPAAGRSEPGRAGGFGRR 418

....................... 344

....................... 344

....................... 344

....................... 345

....................... 345

....................... 345

X non conserved
B similar
i >50% conserved

313
316
315
315
319
314
314
314
314
314
314

368
383
371
381
395
344
344
344
345
345
345



