e JE BRI

NTDB id 1143088 DYY97 RS11320 WP 070650604.1 46
NTDB id 358 SMU RS01425 WP 002263523.1 80
NTDB id 421 SGO RS10260 WP 012131060.1 36

NTDB id 511 SMSK321 RS10730 WP 000668322.1
NTDB id 483 SM12261 RS00275 WP 000668315.1

. RPQVDQMDCGVASLAMVFGYYGSYYSLA 36
BRPQVDQMDCGVASLAMVFGYYGSYYSLA 36

NTDB id 247 KZH43 RS00220 WP 000668290.1 36
NTDB id 206 SPD RS00235 WP 000668290.1 36
NTDB id 171 SPR RS00230 WP 000668290.1 36
NTDB id 131 SP RS00255 WP 000668284.1 36

consensus BRI 1k ok ok ok |

AELATL0: TAL N FETRAAAD TLFLLTE T s )

NTDB id 1143088 DYY97 RS11320 WP 070650604 .1 |:RW:ARRS:NQND (€N w0 e S AR A V: S 03l H 28 o9 MKV SR @ W) VNN DI D D) A PRSI T I8 VIAARAR [GE RN NAAAYE K A T)\O) HINL iRGIZNE S 126

NTDB id 358 SMU RS01425 WP 002263523.1 MLREL KTRP{NGTTALG VYA GFETR Q) QNEQ 160
NTDB id 421 SGO RS10260 WP 012131060.1 PLREAKTTRYDGTTALGLVKVAE[Y [FETRAKADM LFDLJX PF AH LK GKLLHYYVVTGQDKIsl THIADPDP[ 116
NTDB id 511 SMSK321 RS10730 WP 000668322.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDK[SIHIADPDPG 116

NTDB id 483 SM12261 RS00275 WP 000668315.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116

NTDB id 247 KZH43 RS00220 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 206 SPD RS00235 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 171 SPR RS00230 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 131 SP RS00255 WP 000668284 .1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116

consensus [ N ey I N R e ey I e Y Y R I ey Ry ey Ry ey W NN

e

NTDB id 1143088 DYY97 RS11320 WP 070650604.1 QpQ IANI AR\LL TVIGIVGSY LQSIIDTY e
NTDB id 358 SMU RS01425 WP 002263523.1 Q I AL VT I IVGSYYLQEI Dyt
NTDB id 421 SGO RS10260 WP 012131060.1 VK TK BRERFE EWTG T FJRAPSPRYKPE[WNERKNGLLWFIP L KQ GLIWNIVLATLLVT INIVGSYYLQSIIDTY 196
NTDB id 511 SMSK321 RS10730 WP 000668322.1 VKLTKLPRERFE\EEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY 196
NTDB id 483 SM12261 RS00275 WP 000668315.1 VKLTKLPRERFEEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVT INIVGSYYLQSIIDTY] 196

NTDB id 247 KZH43 RS00220 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY R
NTDB id 206 SPD RS00235 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY R
NTIDB id 171 SPR RS00230 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY R
NTDB id 131 SP RS00255 WP 000668284 .1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYEERT
consensus Dok Dotk ok Dok Dok DLk Dok Dok D Lok Dok Dok Dokkorok 1ok ook Lok | okkor | [ o e e RN e N Y

(0BG S1CLOOY L YAGRYLLVLCERSIIN LY AL SEEATRTCEVORF IR

11 2Rk As I LA S¥=X Efh N v e T s 153
NTDB id 1143088 DYY97 RS11320 WP 070650604.1 IWYILQS L Y QN L PIWVLGQRLSIDVIL{Y H |JALPMSFFATRRTGEIVSRF DANISII 286
NTDB id 358 SMU RS01425 WP 002263523.1 PDQSTLG I IGL INYI QQ AEYLLVLRLIDVILSYIKH FLPMSFFATRRTGEISRFTDANII 320
NTDB id 421 SGO RS10260 WP 012131060.1 VPDM TLG ISIGL IVYILQQLSYAQEYLLLVLGQRLSIDVILSYIKHVFLPMSFFATRRTGEIVSRFTDANII 276

NTDB id 511 SMSK321 RS10730 WP 000668322.1 VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 483 SM12261 RS00275 WP 000668315.1 VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276

NTDB id 247 KZH43 RS00220 WP 000668290.1 VPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 206 SPD RS00235 WP 000668290.1 VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 171 SPR RS00230 WP 000668290.1 VPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276

NTDB id 131 SP RS00255 WP 000668284.1 VPDQMRSTLGIISIGLVIVYIQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
consensus ] L Dhskorok |k |k ] [l N I



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1143088 DYY97 RS11320 WP 070650604.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1143088 DYY97 RS11320 WP 070650604 .1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1143088 DYY97 RS11320 WP 070650604.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1143088 DYY97 RS11320 WP 070650604.1

358
421
511
483
247
206
171
131

consensus

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

)

L

LT L e R AL DL

VLFSQN ELFF#TLL P Y[\ IIF@FMKPFEKMN TMEAN

DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSQNTNLFFHTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET]

DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSQONTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,

DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIVYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET|
NETERE U1 Dotk Lokorokokok | Dok | Lok 1 | Dok ok ook Do ok Dokor | | ETTIEEL N

e e

IKSLTSESIMRYQRIDEEFVDYLEBKRF:eN: FE MOWALKEEA L LNVWYILWNG RILVMDWKMS GQLIT NELLEYF N
IKSLTSEQRYQKIDKEFVIYLKKSFIY[§R ESHMQKELKIYAA L LNVAILWRGARL VMDAKIMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN

IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
DU T abrdr bokr LR LDl Db s Lk D e N R N N ey e N e e

1 A ANRLAENUSe e 0 el S DD

PLEFTINLQIEKLQUAIVANNRLNEVYLVXSEF)SE[ )&l p¥DIAILisIGERRNY DVS KYG G[ND LKH HIRENAZANESY T I\Y
P ENIINLQ KLQ ARVANWRLNEVYLVIXASEFESIE [ NSIIMIGDH F@ EYKYG GRD.LSDINL IS4GSKV |V
PLENIINLQTKLQ AJVANRRLNEVYLVIASEFEEKK|R |{DLSisiyge] DpRYF [EVEIYKYGYGR VLS I L[ PIGSKE FV

PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVEIYKYGYGRDVLSDINLTVPQGSKVAFV
PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVEIYKYGYGRDVLSDINLTVPQGSKVAFYV
XS S KIT{AKLITVNFYKVQI 9 L\/ LN s/\DL QVDKLQI{R H
Q
BOGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRA

(e R T I B B e I I B O A A N T T A O S I B | * % % * % 5k 3k sk 5k %k [ | 1 %k %k k% [ |
GIASGSGKTTLAKIRIVNFY Pl
..QGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTIL NLLLGAKEGTTQEDILRA

IR

BROGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRA
BROGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRA
BOGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRA

B0CEISLGRVNLNQIDKKALRQY INYLEQQPYVFNGTILENLLLGAKEGTTQEDILRA
NN NN NN N R N R R PR o e e ! !

366
400
356
356
356
356
356
356
356

446
480
436
436
436
436
436
436
436

526
560
516
516
516
516
516
516
516

606
638
594
594
594
594
594
594
594



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1143088 DYY97 RS11320 WP 070650604.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1143088 DYY97 RS11320 WP 070650604 .1

358
421
511
483
247
206
171
131

consensus

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

MLALK

U REER DO AL LTSI

Q Q
VELAEIRGDIERMPLNYQTEL DGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRI

VELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAP LILDEATSSLDILTEKRIVDNL
VELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

VELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
VELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
VELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

VELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL AL
EEETTE ! e ! PIL e b b b L ik b DL L e DL b ] ! Tx i

LT AR TR

\ee oL H Ml

AHRLTTIAR\ TE[N VV DBIGRIVE GMHA LLAJMNG YA LV 730

4V V DQGKIVE GHY LLAKGF YFRLIgVP 760
TAHRLTIAER ENVVVLDQG IVEFGEHIY L BFAGFYJSHLVNS 717
TAHRLTIAERTEKVVVL QGKIVEEGKHADLLAQGGFYAHLVNS 717
IAHRLTIAERTEKVVVLDQGKIVEEGRHADLLAQGGFYAHLVNS 717
IAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
IAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
IAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
IAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
U * ok ok | P D0 Dok Dok Dotk Dokeokokok 1ok | !

X non conserved
B similar
>50% conserved

|

686
717
673
673
673
673
673
673
673



