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VEDQFDNDE I LMS ILFNQQSHYDQPHQLVLVLDINTLPSTFLNGFYHWCQE IRKTSNVP I ILF I SSQR

NTDB id 1142702 DQL57 RS10575 WP 059107058.1 MKILIVEDDFTIAESLQNELSKWHYDVMIAEDFNEIMSLFQSYDPHLVVLDITLPSFNGYHWCQEIRKTSNVPILFISSQ 80
NTDB id 9 SA RS13865 WP 000697877.1 MKILIVEDDFVIAESLASELKKWNYGVIVVEQFDDILSIFNQHQPQLVLLDINLPTLNGFHWCQEIRKTSNVPIIFISSR 80
consensus !!!!!!!!!! !!!!! !! !!*! !** ! ! *!*!*!* * !*!!*!!! !!* !!*!!!!!!!!!!!!!!*!!!!

logo

I
SDDNMDKQIMAIQMGAGDDFYI EKPFNSLSLATI

TAKIQAL ILRRTYDNFLASVADKNDNESLETVKGC I
TL ISLDEAKVSVYEQDEQNTEIQLSFLTELQI LKS

NTDB id 1142702 DQL57 RS10575 WP 059107058.1 SDDMDKIMAIQMGADDYIEKPFSLSLATAKIQALIRRTYNFAVDKNELEVKGCILSLDEAKVSYEDQTEQLSFTELQILS 160
NTDB id 9 SA RS13865 WP 000697877.1 IDNMDQIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVANDSLTVKGCTLILDEAKVVYQEQNIQLSLTELQILK 160
consensus ! !! !!!!!!!*!!*!!!!! !!! !!!!!!*!!!! ! ! !!!! ! !!!!!! ! *! !!! !!!!!!

logo LLFQHNEDGKQYVSRTAL I EKCWESENYF IDDNTLAVNMTRLRKKLNRRTI
LGLVENDF I IQTKKNVGYKV

NTDB id 1142702 DQL57 RS10575 WP 059107058.1 LLFQHEGQYVSRTALIEKCWESEYFIDDNTLAVNMTRLRKKLRRLGLEDFIQTKKNVGYKV 221
NTDB id 9 SA RS13865 WP 000697877.1 LLFQNEDKYVSRTALIEKCWESENFIDDNTLAVNMTRLRKKLNTIGVNDFIITKKNVGYKV 221
consensus !!!!*! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! *!* !!! !!!!!!!!!
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