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NTDB id 1142686 DQL57 RS05790 WP 059107228.1 ME...EGPTLFEQTTVKGTVDAIVFQNKDNFYTVLKVEPSESDETFD.STPTVVGFFPDIVEGDVYTFKGQIVNHTKYGK 76
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus ! **** * ! ! * *!!!! ****! ! !!!!!! **!* ! ** **! !*!! * ! * !!! ! !! !*!*!
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NTDB id 1142686 DQL57 RS05790 WP 059107228.1 QLKAETFEKELPQTKEAIISYLSSDLFKGVGKKTAQSIVNALGDNAINDILNDETLLSKVPGLSKKKQQQIAEQINANQE 156
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus ! !!*! !!*! !!!*!! !!!!!!! !*!!!!! !! !!! !!! !! ! **! !! !!!!! *! ** *!
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NTDB id 1142686 DQL57 RS05790 WP 059107228.1 TEKIIIRLHDLGFGPKLAMNIYQTYMSDTLEIVEKKPYQLVYDVKGIGFNKADTLARNIGIAYDDPERIKAGLLYVLEEE 236
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus ! !*! !* !!!! ! ! !!! ! !*!!! * !!!!! !! !!!! !!! !* *!* *!!!*!!**!! !!
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NTDB id 1142686 DQL57 RS05790 WP 059107228.1 CVKQGHTYLPTSYVYEMTVDMLSQPPEETIETALVES..MTQELIEETKLIEHEDQLAIPSLYYSELKSVQTLYRVFSYT 314
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus !* !!!!**! * ! *! !** ! ** ** ! ! ** ** * !!!*! ! * ** ! !
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NTDB id 1142686 DQL57 RS05790 WP 059107228.1 HKMTEFELSDLQLHIGEIEERQEVSYAALQKEALQTAMNTKVMLLTGGPGTGKTTVIKGIVDLYAEVHGISLDYDDYSE. 393
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
consensus * !* !* !**!!*!!! *! !!* !!!!*! !* ****!!!!!!!!!!!!!!*!!!*!!*!*!!*!!!* ! *
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NTDB id 1142686 DQL57 RS05790 WP 059107228.1 DDYPVVLAAPTGRAAKRLAEATGLEAMTIHRLIGWNQDTQPEDILDHEINARLIIIDEMSMVDTWLFHQFMSAVPLDAQI 473
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
consensus * *!*!!!!!!!!!!!!* ! !!!*!*!!!!!*!!! * * !**! **!*!!!! !!*! !! ** !*! * !!
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NTDB id 1142686 DQL57 RS05790 WP 059107228.1 IFVGDEDQLPSVGPGQVFKDLIESKVIPRVNLTEVYRQQDGSSIIELAHHIKLGQ.PIDITKRYHDRNFIRCGAEQIPNV 552
NTDB id 355 BSU 27480 NP 390625.1 IIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV 560
consensus ! !!!!!!!!!!!!!!! *!!* ! !!! ! !!**!!! *!!!!*!!!!**! ! *! *! * *!! !!!!!* !!* !
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NTDB id 1142686 DQL57 RS05790 WP 059107228.1 VEQIVSNAVTKGYDMSDIQVLAPMYKGSAGIKKLNKVLQDILNPKAKDSREIEFGDVVFRKGDKVLQLVNRPNDNIFNGD 632
NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGD 640
consensus !! *! !!* !!! !!!!!!!!!*! !!! !! *!!!!!!!* !!* !!!!!*! !!!*!!!!! ! !*!!!!
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NTDB id 1142686 DQL57 RS05790 WP 059107228.1 IGVIVGVFWAKENALNKDVLVVDFEGNEITFTRQDLIELTHAYCTSIHKSQGSEFPIVIMPMVKQYYRMLQKPILYTGLT 712
NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
consensus !! ! *!*!!!! !* !! !*!!!*!!!* ! !!!!!*!!!!!!!!!!!!!**!*!! !!!!! ***!!!**!
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NTDB id 1142686 DQL57 RS05790 WP 059107228.1 RAKQSLVLLGDPQAFDIGLNTEGKAR.MTQLCTFLKQYFGEDEDNNTEEHNSEVTDADSEEAETPTQEANFVLTETDMFS 791
NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQ........VEEMDAE........LE.......ALQKELPFSV 777
consensus !!! !*!*!** ! * !* * ! !* ! ******** !!* !******** !******* * ! *
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NTDB id 1142686 DQL57 RS05790 WP 059107228.1 IDPMINMGKVTPYDFNDD... 809
NTDB id 355 BSU 27480 NP 390625.1 HDANIGMEGITPFDFMKEEQQ 798
consensus *!* ! ! *!!*!! ****
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