
logo MYMSNQFNQIYVIKRQKGDMAVLI IRPSAEFSDVDHDDMQFRENRGTSTEVI LIKRYFNDDKTPRLITQVNKPEFRKTVQKI IDERSCRKFYGSNTYALYGKKEADETI
NR ITGITSSKPPLI L

NTDB id 1142679 DQL57 RS03135 WP 059106497.1 ..MNFQYVIKQGDMALIPSESVHDMFERTTVLKYNDTPLTVKERTQKIIDRSCRFYGSTYAYKKEDTIRITGITSKPPLL 78
NTDB id 39 MW RS04875 WP 000287265.1 MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPPIL 80
NTDB id 23 SA RS04995 WP 000287265.1 MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPPIL 80
consensus ******!!!**!!!***!*****!************!********!!!!*!!!*!!!*!!**!!**!*!!!!!*!!!!*!

logo

F
LTPLFPTYFFPTHSDRKQQNENAIWVLNI

MHYI ES IKPELKDNRKCKI
VTFVIDNKNQETSLITI LNHVSAYHS ILNWHQFYLNNTSVI FYYYMMVDRKLQASRVMTITS

NTDB id 1142679 DQL57 RS03135 WP 059106497.1 FTPLFPTYFFPTHSDRKQENAWVNIHYIESIKPLKDRKCKITFVDKQTLTLNVSAHSINHQFLNTVFYYYMMDRLARVTT 158
NTDB id 39 MW RS04875 WP 000287265.1 LTPLFPTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRMIS 160
NTDB id 23 SA RS04995 WP 000287265.1 LTPLFPTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRMIS 160
consensus *!!!!!!!!!!!!!!!**!!*!*!*!!!!!!!*!!*!!!!*!!*******!*!!*!!**!!**!**!!!!!*!***!***

logo

F
K
D
NPDAQP IDYSNKPAQTLNI

V
Y
FEALATKRYS ILLFEKDK

NTDB id 1142679 DQL57 RS03135 WP 059106497.1 FDPDAPIDYSKPQLNIYEALAKYSILEKK 187
NTDB id 39 MW RS04875 WP 000287265.1 KNPDQPIDYNKATLNVFEALTRYSLFEDK 189
NTDB id 23 SA RS04995 WP 000287265.1 KNPDQPIDYNKATLNVFEALTRYSLFEDK 189
consensus **!!*!!!!*!**!!**!!!**!!**!*!

X non conserved

X similar

X ≥ 50% conserved


