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NTDB id 1142600 DQL22 RS05285 WP 111300394.1 MQKGFTLLEILIALLIISVLLTLSLPAWQQHRQQNILQKEQQKLYIFLRQIQARVENSSDIWFLIANRHQMTQRWCLTAQ 80
NTDB id 1350 HI 0938 AAC22602.1 MQKGMTLVELLIGLAIISIALNFAVPLWKTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQ 80
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YYPFKEFITRFLDSGIRNTAI SVTARCF IVLQAENHNEQRNTLFLSFFNVGS ILKRLV
NTDB id 1142600 DQL22 RS05285 WP 111300394.1 IKSDKLCDCLNPQHCPQEVSAHFYYPTFEDTIL.ISKRYYPFEFTRLSGIRNTASTACFVLQANHQRNLFSFFNVGSLKL 159
NTDB id 1350 HI 0938 AAC22602.1 VKNNQTCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRV 160
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logo KDTNQFSDLSACNVNDEE
NTDB id 1142600 DQL22 RS05285 WP 111300394.1 KDNQSLSACVNDEE 173
NTDB id 1350 HI 0938 AAC22602.1 KTNQFDSACN.... 170
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