
logo

MTNNTNVKM
T
L
S
D
P
A
NRSTEHI

L
A
EEEKLYTWDKLETDTI FATDAEDLWEKTEYEGS ITKVDQDSLKNKQASTAQYARGHQLHLDESASDKKNLFLEGAVLTEQLYQYMSHSLVMSERRLMEGKI

LY
NTDB id 1142449 DQN84 RS14450 WP 066140507.1 MTNNTNVKTLPARSEIAEELTWKLEDIFATDELWEKEYEGIKDSLNQATQYRGQLHESSDKLFEVLQYQSHVSERMGKLY 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ........MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIY 72
consensus ******** * !*** ! !! ! !!!!! !! !!! ! !* ! !*!**! ! ** !* !*!

logo

T
VYAHSMKRNYDQDTGTNVAGHLYQEGLYNQAKRAESNSLYSQLVASESAFASYFVEVPEFI LMALMDDEKREKI

LAEQFKLETEQENKPEGLGQLYDRHQVYFLEER I
L
L
N
A
L
N
Q
K
R
D
GHVLSAQE

NTDB id 1142449 DQN84 RS14450 WP 066140507.1 TYAHMRYDQDTGNAHYQGLNARAESLYSQVASAFSYVVPEILAMDEREIAQFLTENKELQLYRQVLEEINLQRGHVLSAE 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VYASMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQE 152
consensus !!*!* !!!! **!! *!*! !!!!* !! ! !! *!*!** *! ! * ! !! * ! * ** !!!! !

logo

A
QEAELMLAAEAGSDE I

V
F
L
N
S
G
S
P
S
S
T
D
TTFGNMVLDNNADI

M
E
LFPVWMVKSDEGNQGDEEVVEQI

L
S
THGNFYIRTFLLMESKQDRDRI

VRKEGAFYEAKMVYEGTYEGKQFYKQHNTLYASQST
NTDB id 1142449 DQN84 RS14450 WP 066140507.1 QEAMLAEASEVLSSSSTTFGMLNNADMEFPVMKDENGEEVQISHGNYIRFLESQDRRVRKEAFEKVYETYGKYKNTLSST 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AEELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQT 232
consensus ! *!! ! ** ** !! *! !!!* !! * ! *!* ! **!!!*! *!! !! *!! !*! *! !! * *! !

logo LGQGAVVKKVDHNFYQYAKTVRHNYNSSARAHAALAANFNIPESTVYDSTLLVESTI
VNKHNLHPLLHQRYLVDKLRKKLVLGLVDEKLHKMYDLVYTPL ISEQDTVEMT

NTDB id 1142449 DQN84 RS14450 WP 066140507.1 LGGAVKKDNFYAKTRNYSSARAAALAANNIPETVYDTLVETINKNLHLLQRYVKLRKKLLGVDKLHMYDLYTPLIQDVEM 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LQGVVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ET 311
consensus ! ! !! *!* !! !*! !!!*!!!!!! !!!*!!!*!*!**!!*! !!*!!* !!!!*!!*! !*!!!*!!!! *!

logo

A
E
I
L
S
TYDEEASKLEKKLAMEVENGVLAI

P
F
LGEDEYI

S
H
K
G
T
I
V
H
K
A
E
A
G
F
L
D
T
E
NRWI

VDVHVEPNKGKRSGAYSGSGATYDGTNAPFYI
MLLMNWQDNTLVDNNLFTLAVHEFTGHS

NTDB id 1142449 DQN84 RS14450 WP 066140507.1 EISYDEAKELMVNGLAPLGEDYIHTIKEGLDNRWVDVVENKGKRSGAYSSGTYGTNPYILMNWQDNVNNLFTLAHEFGHS 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALTYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHS 391
consensus **!*! !!* !!*! * ** * !!*!!**!!!!!!!!!! ! ! !!***!*!!!! * !!!!! !! !!!

logo

A
LHSTYFYTRKQSTQPYPVYGDNYPS I FLVAE I

VASTCTNEANI
LLGTDETYLLKNETVEKDDKKQKTRFLAYI

L
I
LNHNYLDEGFKRGTVFRQTMQFAEFEHAL IHEQAKADAQ

NTDB id 1142449 DQN84 RS14450 WP 066140507.1 AHSYYTRKSQPYPYGNYSIFVAEVASTCNEALLGDYLLNETEDKQKRLYLINNYLEGFRGTVFRQTMFAEFEHLIHQKAQ 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LHSTFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADA 471
consensus !! *!! *!!!*!! !*!!*!!*!!!*!! *! * !! ! ! ! **!*!!*!!*!!!!!!! !!!!!! !!

logo

Q
SGEQAI LTADFLLMNTKELYAYADLNEKKYFYGNELEKADI E

H
D
I
D
N
E
YE IGQFLEWESR IPHFYMYNYYVYQYATGFASAAASAYLASEKKQI LVEHEGGTEEPADKVEARYLDTFY

NTDB id 1142449 DQN84 RS14450 WP 066140507.1 QGEALTADLLTKEYYALNKKYFGEEDIHIDEEIGLEWSRIPHFYYNYYVYQYATGFSAAAALSKQILEEGEPAVERYLDF 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SGQILTADFMNKLYADLNEKYYNLKA.EDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTY 550
consensus ! !!!! * ! ! !! !!* ** !! !! !!!!!! !!!!!!!!!!! !! ! !** !* ! !! *



logo LKAGSSDYP I
LEVI

LKKAGVDMTNTATDEPYI
L
D
EAACFKVFEADKRLDVELMEAQLLVESEKGVHLS

NTDB id 1142449 DQN84 RS14450 WP 066140507.1 LKAGSSDYPIEVLKKAGVDMTTAEPIEAACKVFEAKLDEMEQLLSE..... 606
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!!!!!!!!*!!*!!!!!!!! ****!!*!!!! *! !*! !* *****

X non conserved

X similar

X ≥ 50% conserved


