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NTDB id 1142434 DQN84 RS07770 WP 066137283.1 MEQQNSLDLFSENEKYIKGRHLVTIFHNEQNLYSVIRVRVEDTNEENKDKEAVVTGYFPKIHEEETYVFYGQYKEHPKFG 80
NTDB id 355 BSU 27480 NP 390625.1 .MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFG 79
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NTDB id 1142434 DQN84 RS07770 WP 066137283.1 TQFHATHFKKEMPQTKQGVATYLSSGLFKGIGKKTAERIVETLGENAISQILQQPSLLDSIPKLAPEKAKELYDSLLEHQ 160
NTDB id 355 BSU 27480 NP 390625.1 LQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQ 159
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NTDB id 1142434 DQN84 RS07770 WP 066137283.1 GLEQVMIGLNQYGFGPQISMKIYQAYKEETLKIIQENPYQLIEAVEGIGFGRADELGSQLGIKGNHPDRIKAGCLYVLEQ 240
NTDB id 355 BSU 27480 NP 390625.1 GLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLET 239
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NTDB id 1142434 DQN84 RS07770 WP 066137283.1 ECLQNGHVYCDAADLLEEVKRLLEDSQPN..EISYQDISSELIKLEEESKIVGENKRVYMPSLYFSEKGIVTNIQQVLEQ 318
NTDB id 355 BSU 27480 NP 390625.1 TCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQ 319
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NTDB id 1142434 DQN84 RS07770 WP 066137283.1 KEYAEQFPESEFLMALGELEERLDVQYAPSQKEAIQTALMSPMMILTGGPGTGKTTVIKGIVELYAELHGCSLDPHAYKK 398
NTDB id 355 BSU 27480 NP 390625.1 TEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKK 399
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NTDB id 1142434 DQN84 RS07770 WP 066137283.1 EEPFPILLTAPTGRAAKRMSESTGLPAMTIHRLLGMTGQENLDNEDEREIEGKLIIVDEMSMVDTWLAHQLLKALPVQIQ 478
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
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NTDB id 1142434 DQN84 RS07770 WP 066137283.1 VIFVGDEDQLPSVGPGQVLKDLLKSGTIPTVQLTDIYRQAEGSSIIELAHEIKKGQLPSDLIKPQRDRSFIRCQSSQIAE 558
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
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NTDB id 1142434 DQN84 RS07770 WP 066137283.1 AVEKVVKNAKQKGYTAKDIQVLAPMYRGPAGIDNLNRILQEIFNANPDGKRKELKFGDVKYRIGDKVLQLINQPEQHVFN 638
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNP.PKEKRRELKFGDVVYRTGDKILQLVNQPENNVFN 638
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NTDB id 1142434 DQN84 RS07770 WP 066137283.1 GDMGEIISIFYAKENTEKQDMVIVAFEGTEVTYTRADLNQITHAFCCSIHKSQGSEFPIVILPVVKSYYRMLRRNLLYTA 718
NTDB id 355 BSU 27480 NP 390625.1 GDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTA 718
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NTDB id 1142434 DQN84 RS07770 WP 066137283.1 ITRSKQFLILCGEESAFRIGIEREDDQKRKTSLFEKLTAVTPAESVNEAESDMPTFLKEESMHLIDPMIGMENVSPYDFV 798
NTDB id 355 BSU 27480 NP 390625.1 ITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQ.....VEEMDAELEALQKELPFSVHDANIGMEGITPFDFM 793
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NTDB id 1142434 DQN84 RS07770 WP 066137283.1 D.... 799
NTDB id 355 BSU 27480 NP 390625.1 KEEQQ 798
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