
logo MLAYSKMTRWES IQRERPTDNDQDQKTSVKESLATEKQLHNIATPLVASTLLVKNRGFMDNTAIDESTAKRELFLFHPTEKDKAEADFHYDPFELFMEKDGMKSEIASATDSR IKKQAI ESKQEQ
NTDB id 1142433 DQN84 RS07690 WP 066137252.1 MLYSKTRWSIRETNDQTSKELAKQLNIAPLVATLLVNRGMDNIDTAKEFLFPEKEAFHDPFLFEDMSISTSRIKKAIEKE 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! !! !! ! * ! ! !!*! !!!!*!!! !! ! **!* !!** !*!!! ! !!! !!
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M
H
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NTDB id 1142433 DQN84 RS07690 WP 066137252.1 EPILIFGDYDADGVTSTSILMTTLQELGANVSYYIPNRFTEGYGPNEKAFRKVADEGIKLIITVDNGIAALHEAKVAKEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !*!*!*!!!!!!!!!!!!****!!! ! !*! *!!! !! !!!!!!! !!! * * ! !!!!!! !!!!*!!!!!!!!!

logo GLMDLVI ITDHHEPGPELPDAVRYAI IVHPKLQPGCTKTYPFKSDELAGAVGVAFKLAHALLGDEDLVPDTEHLLDLAATIGTIADLVPLHDGENRL
NTDB id 1142433 DQN84 RS07690 WP 066137252.1 GMDLIITDHHEPGPELPDAYAIIHPKLPGTKYPFSDLAGAGVAFKLAHALLGDDVPTHLLDLATIGTIADLVPLHGENRL 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGE.LPDELLDLAAIGTIADLVPLHDENRL 239
consensus !*!*!!!!!!!!!!!!!! !!*!!! !!* !!! *!!! !!!!!!!!!!!!***! *!!!!! !!!!!!!!!!! !!!!
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NTDB id 1142433 DQN84 RS07690 WP 066137252.1 IAKKGLKNLSLSTRPGLKALCKVAGANLSEVNEETVGFAIAPRLNAVGRLEHAGPAVELLMTQDITIAEQLSEEIDLINK 320
NTDB id 354 BSU 27620 NP 390640.1 IATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNK 319
consensus !! !! ! * !*!!! !*!* !* * ! !!!!!!! *!!!!!!!!!*!*! !!!*!!!* ! !! ! !!! *!!
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NTDB id 1142433 DQN84 RS07690 WP 066137252.1 ERKAIVEEIEKEAINIVEAEYPADENSVLVIGKEGWNAGVIGIVASRLVERYYRPIIMLSYDYEAGLAKGSARSIKGFDL 400
NTDB id 354 BSU 27620 NP 390640.1 ERQKMVSKMTDEAIEMVEQQ..GLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNL 397
consensus !! *! * !!! *!! *** *** *!**! !!!*!!*!!!!!*!!*!*!!! !*! ! ! !*!!!!!!!!*!! !
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NTDB id 1142433 DQN84 RS07690 WP 066137252.1 FKNLSTLSNLLPHFGGHPMAAGMTLDIKNVNEFRIKLNDAATQQLSSNDFIPVTELDASIALNEVSIDTIHQLDMLAPYG 480
NTDB id 354 BSU 27620 NP 390640.1 FESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFG 477
consensus ! !! * *!!!!!!!!!!!!!!! !** ! *!!* ! * !* !!!!! !*! *** ******!* * !! !*!
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NTDB id 1142433 DQN84 RS07690 WP 066137252.1 MKNPKPKVLIADTAISGVRKIGSNKNHLKLTLEKEGHALDGVGFNLGNVADEISPGSKVSVIGELSINEWNNMRKPQIFL 560
NTDB id 354 BSU 27620 NP 390640.1 MLNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMI 557
consensus ! !!!!*!!* * !!!!! !! !*!*!* ! * !!*!!!! ! * * ! !!!**!**!!*!!!!!!! *!!!* *
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NTDB id 1142433 DQN84 RS07690 WP 066137252.1 KDIAVKEWQLFDMRGNNQLKQRLSHLPKLNCLNIVFDEGHLKSLP..ATQTNTVLITDVDQAKKMDIDDKSLVLLDLPSN 638
NTDB id 354 BSU 27620 NP 390640.1 KDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPS 637
consensus !! !! !!!!!!*!! *!*!! * * ! ! * !*** **!* !!!! !*! *!!!!*!*
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NTDB id 1142433 DQN84 RS07690 WP 066137252.1 INVLKKLVDGKNPARIYACFIHDQGEFFDTLPTRDHFKWFYAFLLKRQTFDVIKHGADLASYRGWTKETINFMSKVFFEL 718
NTDB id 354 BSU 27620 NP 390640.1 LDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDL 717
consensus * *! *!**!! ! !!! *!*** *! ! ! !!!!!!*!!!!!!! !!! !!! *!! **!!* !!!!!!*!!!!*!
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NTDB id 1142433 DQN84 RS07690 WP 066137252.1 NFVTIKDGLIIINPVKTKQDLTASPTYQQKQEQLEIENILLYSSYEQLKLWFNDRLAQKALDEEEMEAWI 788
NTDB id 354 BSU 27620 NP 390640.1 GFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT. 786
consensus !! ! !** * * ! !!! !*!!! !! *!*** ! !!! ! !! ! ! * ! ! *
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