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NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ARFAQKIAGGINNAF IDAEHALDPINY ARWALGVN SQPD 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ARINQKIAGGIWNAF IDAEHALDPEAY ARWALGVN SQPD 153
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NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMOKNGGUASAF IDAEHALDERIY ANSYI.GV i NLL. SQPD GEQALEI|R 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AIYNQKWUGGEWNAF IDAEHAIRIDINEIY AISML.G N EL SQPDGEQALEI 148
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT AR[EQKINGGYAMAF DAEHAIRDPNY ABSYL G V) ELM SQPD GEQALEI[® 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT AR[EQKINGGYAMAF DAEHAIRDPNYAIRNLGVIY ELM SQPD GEQALEI[® 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT ARN[MOKNGGUASAF DAEHAIJDPWYAIRMNLGVIY ELNM SQPD GEQALEI[ 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT AINIQKIRGGIXMAF IDAEHALDUEYY AIIYL G V) E LL SQPD GEQALEI[X 148
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT AR[EQKINGGYRMAF IDAEHALDPRYAISNLGV DNLL SQPDEIGEQALET)Y 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT AN[EOKSIGGIRMAF IDAEHALDP[8]Y AIRNL. GV DNLL SQPDNGEQALET)N 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT AVWNQ NIGSERMAF DAEHALDPBYA[MNLGVN D LL SQPD GEQALEIpN 139
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDRNIGEQALETI[¢ 156
NTDB id 1142415 DQL67 RS07595 WP 005724816.1 jEBMEEEIASISIe)GRE ARFNQKINAGIGXMAF IDAEHALDPIY AISMLGVN ELL SQPDNGEQALEI[e 141
NTDB id 1165 A1552VC RS01565 WP 000344154.1 I EI GPESSGKTT GIUNSAFIDAEHALDPYASSLGVN DELL SQPD GEQALEI(® 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT ALWAQ IXGIYNSAFIDAEHALDPWYASSL.GVN DELL SQPD GEQALEI{® I\LI\RSGAVD 139
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NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR . 219
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NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGDNHVGLQAR 221
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NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1123 OK783 RS03845 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAAL\YPKAEI G MGD [WJGLQAR . 227
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALWWPKAEI G MGDSH GLQAR . 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALWPKAEI G MGDSH GLQAR . 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALWPKAEI G MGD HVGLQAR NEISKNANC . 218
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALWWPKAEI GDMGDSH GLQAR NKNNC . 235
NTDB id 1142415 DQL67 RS07595 WP 005724816.1 VDSVAALWPKAEI G MGDSH GLQAR QKN 220
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALWWPKAEI G MGDSH GLQAR 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALWPKAEI G MGDSH GLQAR 218
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